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par X
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i | tic lesions X
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3 sequencing in preimplantation genetic screening can improve clinical outcomes
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i et.al (2017) CEBPA-double-mutated acute myeloid leukemia displays a unique phenotypic
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X X
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generation sequencing X X
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hearing impairment in the Netherlands X
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X
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107 with irinotecan from the perspective of the German statutory health insurance
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110 Cardoso et.al (2016) 70-Gene Signature as an Aid to Treatment Decisions in Early-Stage Breast Cancer
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Chang et.al (2016) Outcomes of in vitro fertilization with preimplantation genetic diagnosis: an
112 analysis of the United States Assisted Reproductive Technology Surveillance
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113 Chen et.al (2016) Real-world cost-effectiveness of pharmacogenetic screening for epilepsy
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122 Ding et.al (2016) Identification of a panel of five serum miRNAs as a biomarker for Parkinson's
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129 Eggers et.al (2016) Disorders of sex development: Insights from targeted gene sequencing of a large
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132 Evans et.al (2016) Impact of genomic testing and patient-reported outcomes on receipt of adjuvant
chemotherapy
135 Favalli et.al (2016) Genetic Screening of Anderson-Fabry Disease in Probands Referred From
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149 Helbig et.al (2016) Di. ic exome ing provides a di is for a significant
proportion of patients with epilepsy
Hertz et.al (2016) Next-gs ation ing of 100 didate genes in young victims of
150 suspected sudden cardiac death with structural abnormalities of the heart
155 Italiano et.al (2016) Clinical effect of molecular methods in sarcoma diagnosis (GENSARC): a
prospective, multicentre, observational study
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of life
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Kong
229 Spanaki et.al (2016) Psychosocial adjustment and quality of life in children undergoing screening in a
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231 Stark et.al (2016) A prospective of whols as a first-tier molecular
test in infants with suspected monogenic disorders
232 Stattin et.al (2016) Genetic screening in sudden cardiac death in the young can save future lives
Sugita et.al (2016) Diagnostic use of fluorescence in situ hybridization in expert review in a phase 2
235 study of trabectedin monotherapy in patients with advanced, translocation-
related sarcoma
236 Sukenik-Halevy et.al Clinical aspects of prenatally detected congenital heart malformations and the
(2016) yield of chromosomal microarray analysis
239 Thevenon, J. et.al (2016) |Diagnostic odyssey in severe neurodevelopmental disorders: toward clinical
whole-exome sequencing as a first-line diagnostic test
241 Tiegs et.al (2016) Discrepant diagnosis rate of array comparative genomic hybridization in thawed
euploid blastocysts
243 Tortoriello et.al (2016) |Reanalysis of human blastocysts with different molecular genetic screening
platforms reveals significant discordance in ploidy status
245 Vachani et.al (2016) Clinical Utility of a Bronchial Genomic Classifier in Patients With Suspected Lung
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248 Visser et.al (2016) Long-Term Outcome of Patients Initially Diagnosed with Idiopathic Ventricular
Fibrillation
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Genes from Perianal Swab Samples
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322 Chemotherapy Among Medicare Beneficiaries With Early-Stage Breast Cancer,
2005-2009
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Garza et.al (2015) Development of a high-resolution melting curve analysis screening test for SRSF2
332 splicing factor gene mutations in myelodysplastic syndromes
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