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Conditions

In planta Reference

APOPLAST EARLY XYLEM LATE XYLEM

8.5·107 1.8·108 7.5·108

RMl

5.5·108

6 hpi

4 dpi 10 dpi

Drench
inoculation

Vacuum
inoculation

Dilution OD600=0.1

5 hpi


