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Supplementary Figure 2. Examples of MSP and dp_qMSP amplifications from the same samples. A. MSP
samples are shown in duplicate U: Unmethylated reaction, M: methylated reaction, C- : Unmethylated
control sample and C+: IVD control sample. The water is tested for contamination. B. dp_gqMSP
amplifications showing the FAM and VIC probes for each sample tested together with the positive and
negative controls (only amplify the FAM and VIC probes respectively, there is no amplification when the VIC
probe is used with the positive control and not the FAM probe when the negative control is tested). For
sample number 100 there is only amplification with the FAM probe (100% methylation). C. Reflects the
percentage of methylation in each case after application of the formula.



