Supplementary Figures

Supplementary Figure 1. Rarefaction curve and rank abundance plots

Supplementary Figure 2. Relative abundance of the top 15 classes. Heatmap was generated
by ampvis2 package in R computing environment version 3.5.2.

Supplementary Figure 3. Venn diagram of unique and shared bacterial OTUs (at the 3%
evolutionary distance) within the 3 topography types and between
forest and sugarcane farm.
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Supplementary Figure 1. Rarefaction curve and rank abundance plots
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Supplementary Figure 2. Relative abundance of the top 15 classes. Heatmap was generated
by ampvis2 package in R computing environment version 3.5.2.
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Supplementary Figure 3. Venn diagram of unique and shared bacterial OTUs (at the 3%
evolutionary distance) within the 3 topography types and between forest and sugarcane farm.



