transcriptclusterid
TC11001447.hg.1
TC09001921.hg.1
TC09001920.hg.1
TC09000274.hg.1
TC09001960.hg.1
TC20000363.hg.1
TC07002629.hg.1
TC03003258.hg.1
TC01000272.hg.1
TC07000902.hg.1
TC09001097.hg.1
TC09002504.hg.1
TC02003445.hg.1
TC09000231.hg.1
TC09001092.hg.1
TC06000983.hg.1
TC04002881.hg.1
TC19002237.hg.1
TC07000899.hg.1
TC01003260.hg.1
TC15000927.hg.1
TC15001935.hg.1
TC06002119.hg.1
TC09000232.hg.1
TC04001810.hg.1
TC09001937.hg.1
TC20000341.hg.1
TC09001141.hg.1
TC0X001610.hg.1
TC04000437.hg.1
TC09002501.hg.1
TC02000619.hg.1
TCOX000067.hg.1
TC07002628.hg.1
TC15000928.hg.1
TC09001919.hg.1
TC09000253.hg.1
TC07002513.hg.1
TC12001253.hg.1
TC12000130.hg.1
TC19000134.hg.1
TC07003054.hg.1
TC02003322.hg.1
TC05000097.hg.1
TC02000620.hg.1
TC11002231.hg.1
TC10000058.hg.1

-1.6
-1.6
-1.6
-1.6
-1.6
-1.6
-1.6
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.5
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4

Fold change AveExpr

6.64
7.31
8.1
7.63
7.88
9.71
7.25
6.08
9.31
6.72
8.17
8.68
6.91
6.05
7.96
6.76
7.83
9.35
10.14
10.62
6.03
5.38
7.45
9
7.84
8.06
9.17
6.98
7.23
7.9
8.81
7.66
6.04
6.33
5.33
6.96
7.52
7.73
8.06
7.85
8.18
7.9
5.65
6.97
6.75
5.78
7.16

-4.66
-4.31
-4.08

-4.1
-4.28
-6.57
-5.92
-4.73
-4.74
-5.81

-4.4
-4.31
-5.44
-4.34
-4.41
-4.88
-5.45
-5.94
-5.91
-5.73
-3.97
-5.13
-3.86
-4.56
-5.38
-4.42

-3.8
-4.18
-6.12
-4.47
-4.57
-4.92
-5.84
-5.87
-3.92
-4.43
-4.37
-4.38
-6.55
-4.38
-4.87
-6.07
-6.06
-4.57
-5.74
-2.86
-4.37

P.Value

7.46E-06
3.09E-05
7.65E-05
6.99E-05
3.47E-05
9.48E-10
2.48E-08
5.48E-06
5.26E-06
4.20E-08
2.18E-05
3.14E-05
2.36E-07
2.75E-05
2.08E-05
2.84E-06
2.22E-07
2.22E-08
2.55E-08
6.14E-08
1.14E-04
9.67E-07
1.74E-04
1.14E-05
3.13E-07
1.97E-05
2.14E-04
5.08E-05
9.08E-09
1.62E-05
1.09E-05
2.41E-06
3.66E-08
3.04E-08
1.38E-04
1.91E-05
2.41E-05
2.32E-05
1.07E-09
2.38E-05
3.03E-06
1.15E-08
1.26E-08
1.08E-05
5.86E-08
4.96E-03
2.44E-05

adj.P.val

3.58E-04
9.22E-04
1.74E-03
1.63E-03
9.93E-04
6.72E-06
1.54E-05
2.98E-04
2.93E-04
2.01E-05
7.26E-04
9.30E-04
4.86E-05
8.49E-04
7.01E-04
2.03E-04
4.70E-05
1.48E-05
1.54E-05
2.29E-05
2.35E-03
1.10E-04
3.23E-03
4.72E-04
5.69E-05
6.78E-04
3.74E-03
1.31E-03
1.26E-05
5.95E-04
4.57E-04
1.83E-04
1.89E-05
1.74€E-05
2.70E-03
6.65E-04
7.75E-04
7.59E-04
6.72E-06
7.71E-04
2.12E-04
1.43E-05
1.43E-05
4.54E-04
2.29E-05
3.95E-02
7.79E-04

probesetid

3.49 TC11001447.
2.17 TC09001921.
1.33 TC09001920.
1.42 TC09000274.
2.06 TC09001960.
11.9 TC20000363.
8.82 TC07002629.
3.77 TC03003258.
3.81 TC01000272.
8.33 TC07000902.

2.5 TC09001097.
2.16 TC09002504.
6.71 TC02003445.
2.28 TC09000231.
2.54 TC09001092.
4.39 TC06000983.
6.77 TC04002881.
8.93 TC19002237.

8.8 TC07000899.
7.97 TC01003260.
0.97 TC15000927.
5.39 TC15001935.
0.58 TC06002119.

3.1 TC09000232.
6.45 TC04001810.
2.59 TC09001937.
0.39 TC20000341.
1.71 TC09001141.
9.77 TC0X001610.
2.77 TC04000437.
3.14 TC09002501.
4.54 TC02000619.
8.46 TCOX000067.
8.63 TC07002628.
0.79 TC15000928.
2.62 TC09001919.

2.4 TC09000253.
2.44 TC07002513.

11.78 TC12001253.

2.41 TC12000130.
4.33 TC19000134.
9.54 TC07003054.
9.47 TC02003322.
3.14 TC05000097.
8.02 TC02000620.
-2.44 TC11002231.
2.39 TC10000058.

segname
chrll
chr9
chr9
chr9
chr9
chr20
chr7
chr3
chrl
chr7
chr9
chr9
chr2
chr9
chr9
chré
chrd
chrl9
chr7
chrl
chrl5s
chrl5
chré
chr9
chrd
chr9
chr20
chr9
chrX
chrd
chr9
chr2
chrX
chr7
chrl5
chr9
chr9
chr7
chrl2
chrl2
chr19
chr7
chr2
chr5
chr2
chrll
chrl0

strand

+ 4+ o+ o+ 4+ o+

+ +

+ +

+

+ +

I + +

P T T T

Yo+ o+

+ 4+ o+

start

15593569
40332917
40308216
65647281
65629315
44637547
141870970
187553660
21835858
141811549
40498481
40501701
102661125
40028620
39072764
131894284
185719451
55396829
141607613
153346181
94406338
97316932
133001997
40311210
185719450
43685063
43803517
47295855
17168618
79472673
39722426
102608306
15482369
141811549
94425311
40293022
43684885
106065909
12482198
8666136
7741943
87900207
71916293
17240720
102681004
102582526
6392278

stop

15643937
40337603
40324812
65664071
65635808
44645200
141923474
187574106
21904905
141921088
40633261
40503928
102674449
40032417
39288456
131905472
185720200
55401144
141806547
153348125
94421585
97316961
133035194
40311239
185720200
43890529
43805185
47314322
17171104
79531605
39817486
102645006
15574652
141843783
94429972
40308427
43924049
106151990
12503475
8674962
7744719
87903065
71918581
17240824
102796334
102595685
6394723

30
30
58
50
30
180
280
18
185
570
80
40
30
30
446
179
30
30
844
50
80
6
110
6
30
236
30
190
30
233
40
200
257
130
30
60
440
25
110
60
80
30
30
30
326
174
30

CNTP3B

MMP9

ALPL
LOC100124692
CNTP3P2

AL353791.1
CNTP3

ARG1

SLED1

FCAR

MGAM
S100A12
LOC101927153

VNN1

SLED1

PI3
LOC643792
REPS2
ANXA3

IL1R2
BMX
LOC93432

CNTP3B

MANSC1
CLEC4D
MCEMP1

RNU6-1003P
IL1IR1

MMP8
DKFZp667F0711

totalprobes geneassignment mrnaassignment

ENSEMBL
Broad
Broad
GenBank
Broad
RefSeq
Rinn

Rinn
RefSeq
RefSeq
GenBank
NONCODE
Rinn
Havana
RefSeq
RefSeq
NONCODE
NONCODE
RefSeq
RefSeq
ENSEMBL
GenBank
RefSeq
GenBank
RefSeq
NONCODE
RefSeq
ENSEMBL
NONCODE
RefSeq
Broad
RefSeq
RefSeq
NONCODE
ENSEMBL
Broad
RefSeq
Rinn
RefSeq
RefSeq
RefSeq
NONCODE
NONCODE
ENSEMBL
RefSeq
RefSeq
ENSEMBL



TC01003498.hg.1
TC02000937.hg.1
TC19001576.hg.1
TC22000191.hg.1
TC05000724.hg.1
TC05001068.hg.1
TC15002385.hg.1
TC04001809.hg.1
TC16000494.hg.1
TC04001267.hg.1
TC06002274.hg.1
TC07003216.hg.1
TC07003292.hg.1
TC20000552.hg.1
TC19002493.hg.1
TC19000885.hg.1
TC14001125.hg.1
TC06003963.hg.1
TC03000846.hg.1
TC02004178.hg.1
TC03001550.hg.1
TC01000232.hg.1
TC07002731.hg.1
TC16000660.hg.1
TC02000432.hg.1
TC02000237.hg.1
TCOX000082.hg.1
TC06001269.hg.1
TC01003677.hg.1
TC09002907.hg.1
TC20000876.hg.1
TC12001774.hg.1
TC01001820.hg.1
TC12003061.hg.1
TC09001325.hg.1
TC10002758.hg.1
TC05001587.hg.1
TC06001669.hg.1
TC14001124.hg.1
TC10000629.hg.1
TC01006029.hg.1
TC03002534.hg.1
T€01000008.hg.1
TC10000258.hg.1
TC04001138.hg.1
TC01002055.hg.1
TC01003865.hg.1
TC04001502.hg.1

-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.4
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3

7.97
8.09
7.57
8.06
6.75
5.29
6.75
10.6
9.71
8.45
5.66
5.92
6.13
6.4
7.07
7.95
6.19
5.65
8.96
5.72
9.87
8.83
7.6
9.09
9.23
8.24
8.95
6.69
6.73
6.51
8.04
5.1
7.1
8.57
7.36
9.35
6.83
6.71
10.1
6.82
6.29
7.34
9.35
10.01
6.5
10.01
10.01
10.01

-5.1
-3.52
-3.03
-4.39
-4.97
-5.38
-5.39
-5.32
-5.26
-5.54
-3.78
-3.84
-6.24
-6.03
-2.96
-6.17
-4.61
-3.79
-5.31
-4.73
-4.88
-5.87
-5.02
-5.11
-5.56
-6.04
-6.75
-4.54
-5.54
-4.77
-4.21
-5.01
-6.33
-5.22
-6.17
-4.93
-4.66
-4.54
-5.95
-3.06
-5.45
-5.68

-4.9
-4.81
-3.97

-4.8

-4.8

-4.8

1.12E-06
5.77E-04
2.96E-03
2.21E-05
1.96E-06
3.07E-07
2.97E-07
4.06E-07
5.28E-07
1.48E-07
2.33E-04
1.84E-04
5.00E-09
1.41E-08
3.65E-03
7.34E-09
9.24E-06
2.21E-04
4.25E-07
5.47E-06
2.94E-06
3.10E-08
1.61E-06
1.08E-06
1.36E-07
1.37E-08
3.86E-10
1.19E-05
1.46E-07
4.60E-06
4.57E-05
1.66E-06
3.32E-09
6.55E-07
7.04E-09
2.31E-06
7.28E-06
1.20E-05
2.10E-08
2.69E-03
2.22E-07
7.79E-08
2.67E-06
3.85E-06
1.14E-04
4.04E-06
4.04E-06
4.04E-06

1.19E-04
7.75E-03
2.69E-02
7.34E-04
1.64E-04
5.62E-05
5.60E-05
6.61E-05
8.00E-05
3.84E-05
3.97E-03
3.36E-03
1.18E-05
1.43E-05
3.14E-02
1.26E-05
4.08E-04
3.81E-03
6.80E-05
2.98E-04
2.07E-04
1.76E-05
1.45E-04
1.17E-04
3.68E-05
1.43E-05
5.23E-06
4.86E-04
3.81E-05
2.71E-04
1.22E-03
1.48E-04
1.10E-05
8.91E-05
1.26E-05
1.78E-04
3.52E-04
4.87E-04
1.43E-05
2.50E-02
4.70E-05
2.63E-05
1.97E-04
2.45E-04
2.34E-03
2.52E-04
2.52E-04
2.52E-04

5.26 TC01003498.
-0.51 TC02000937.
-1.98 TC19001576.
2.48 TC22000191.
4.73 TC05000724.
6.46 TC05001068.

6.5 TC15002385.

6.2 TC04001809.
5.96 TC16000494.
7.15 TC04001267.
0.31 TC06002274.
0.53 TC07003216.

10.33 TC07003292.

9.35 TC20000552.
-2.17 TC19002493.
9.97 TC19000885.
3.29 TC14001125.
0.36 TC06003963.
6.16 TC03000846.
3.78 TC02004178.
4.36 TC03001550.
8.62 TC01000232.
4.92 TC07002731.
5.29 TC16000660.
7.23 TC02000432.
9.38 TC02000237.

12.75 TCOX000082.

3.05 TC06001269.
7.16 TC01003677.
3.94 TC09002907.
1.81 TC20000876.
4.89 TC12001774.

10.72 TC01001820.

5.76 TC12003061.

10.01 TC09001325.

4.58 TC10002758.
3.51 TC05001587.
3.05 TC06001669.
8.98 TC14001124.
-1.9 TC10000629.
6.77 TC01006029.
7.75 TC03002534.
4.45 TC01000008.
4.1 TC10000258.
0.97 TC04001138.
4.06 TC01002055.
4.06 TC01003865.
4.06 TC04001502.

chrl
chr2
chrl9
chr22
chr5
chr5
chrl5
chrd
chrl6
chrd
chré
chr7
chr7
chr20
chrl9
chrl9
chrl4
chré
chr3
chr2
chr3
chrl
chr7
chrl6
chr2
chr2
chrX
chré
chrl
chr9
chr20
chrl2
chrl
chrl2
chr9
chrl0
chr5
chré
chrl4
chrl0
chrl
chr3
chrl
chrl0
chrd
chrl
chrl
chrd

169481192
152214106
43084393
29469066
139579748
180336838
94785816
185676749
57702157
70592566
160060339
142917561
112120908
1509702
43084396
55385549
51350294
160060339
154741913
40324916
71820806
17634690
29246
84853537
71680753
37571717
16964814
10762956
200311672
117085303
43880879
81329515
220960039
106631814
94171327
89832454
90522292
35911291
51324609
90519952
200298333
128949393
334140
38712553
40504057
157784
222676974
120355160

169555826
152236562
43099082
29564321
139582772
180336927
94821492
185747972
57723975
70653679
160061133
142919360
112130943
1509805
43099066
55403244
51353947
160061133
154901518
40328505
71834357
17690499
31980
84943116
71913898
37600465
17171403
10838788
200343482
117088759
43883206
81329612
220987741
106632649
94186144
89840364
90522888
35992645
51411454
90537999
200343319
128955149
342806
38712656
40504136
157887
222677077
120355263

320 F5

98 TNFAIP6
78 CEACAMS
180 KREMEN1
30 CTB-131B5.2
30

30

344 ACSL1
160 GPR97
150 SULT1B1
30

30

160 LSMEM1
30 RNU6-917P
70 CEACAMS
152 FCAR

30

30

480 MME

30 SLC8A1
70 PROK2
220 PADI4

30

220 CRISPLD2
713 DYSF

170 QPCT
280 REPS2
216 MAK

80 LINCO0862
130 ORM1

40 SLPI

30 MIR618

170 Mar-01

30
59 NFIL3
30

30 RP11-414H23.3

330 SLC26A8
250 PYGL

110 LIPN

89 LINC00862
40

30 LOC101928706

30 RNU6-1118P
30 MIR4802

30 RNU6-1100P
30 RNU6-791P
30 RNU6-1217P

RefSeq
RefSeq
RefSeq
RefSeq
Havana
ENSEMBL
NONCODE
RefSeq
RefSeq
RefSeq
ENSEMBL
NONCODE
RefSeq
ENSEMBL
NONCODE
RefSeq
ENSEMBL
Rinn
RefSeq
NONCODE
RefSeq
RefSeq
NONCODE
RefSeq
RefSeq
RefSeq
RefSeq
RefSeq
RefSeq
RefSeq
RefSeq
RefSeq
RefSeq
NONCODE
RefSeq
Rinn
Havana
RefSeq
RefSeq
RefSeq
NONCODE
Rinn
ENSEMBL
ENSEMBL
RefSeq
ENSEMBL
ENSEMBL
ENSEMBL



TC09000858.hg.1
TC16000715.hg.1
TC19000980.hg.1
TC11001227.hg.1
TC11000812.hg.1
TC01000261.hg.1
TC05001087.hg.1
TC04000776.hg.1
TC13001678.hg.1
TC14002079.hg.1
TC09001263.hg.1
TC09001269.hg.1
TC12001772.hg.1
TC04000826.hg.1
TC01003974.hg.1
TC03002096.hg.1
TC12002978.hg.1
TC10001860.hg.1
TC05003140.hg.1
TC12002425.hg.1
TC01002071.hg.1
TC06002120.hg.1
TC12001842.hg.1
TC20000726.hg.1
TC05000633.hg.1
TC01005541.hg.1
TC20001235.hg.1
TC08000873.hg.1
TC19000274.hg.1
TC18000436.hg.1
TC10000057.hg.1
TC15000930.hg.1
TC04001355.hg.1
TC07000669.hg.1
TC07001582.hg.1
TC09000344.hg.1
TC12002238.hg.1
TC12002078.hg.1
TC09002505.hg.1
TC07002504.hg.1
TC15000441.hg.1
TC04000606.hg. 1
TC19001640.hg.1
TC06003619.hg.1
TC10001861.hg.1
TC09001435.hg.1
TC12000745.hg.1
TC17000736.hg.1

-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3
-1.3

10.01
10.01
10.01
10.01
9.31
9.46
9.16
6.05
3.95
8.57
3.97
3.97
8.15
8.03
7.57
10.54
7.37
9.87
7.18
9.03
9.6
8.13
8.57
8.87
7.83
7.27

8.79
9.01
7.79
6.93
8.72
8.84

9.72
6.48
4.11
9.03
8.28
6.78
11.01
9.71
7.79
9.04
6.89
5.26
5.61
6.77

-4.8

-4.8

-4.8

-4.8
-5.97

-5.8
-4.73
-4.08
-3.56

-5.1
-4.32
-4.32
-6.48
-5.38
-4.67
-5.33
-5.48

-4.5
-4.54
-4.72
-4.76
-4.51
-5.11
-6.16
-5.33
-5.37
-3.77
-4.59

-5.6
-3.72

-4.9
-5.43
-5.14

-4.5
-5.49
-5.01
-6.27
-5.15
-4.53
-4.28
-5.68
-4.44
-5.26
-5.07
-4.54
-5.36

-4.3
-6.71

4.04E-06
4.04E-06
4.04E-06
4.11E-06
1.96E-08
4.37E-08
5.55E-06
7.46E-05
5.12E-04
1.10E-06
2.93E-05
2.93E-05
1.55E-09
3.06E-07
7.00E-06
3.93E-07
1.99E-07
1.45E-05
1.22E-05
5.67E-06
4.80E-06
1.40E-05
1.07E-06
7.63E-09
4.00E-07
3.31E-07
2.43E-04
9.77E-06
1.11E-07
2.86E-04
2.65E-06
2.54E-07
9.44E-07
1.45E-05
1.87E-07
1.68E-06
4.48E-09
8.74E-07
1.28E-05
3.47E-05
7.79E-08
1.81E-05
5.50E-07
1.28E-06
1.21E-05
3.39E-07
3.19E-05
4.65E-10

2.52E-04
2.52E-04
2.52E-04
2.54E-04
1.43E-05
2.06E-05
3.00E-04
1.71E-03
7.09E-03
1.18E-04
8.89E-04
8.89E-04
8.73E-06
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