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Figure S1. Selective silencing of Mcpip-1 gene in phagocytes of MCPIP1-Flox-M-Lys-CRE mice.
The level of Mcpip-1 expression in neutrophils isolated from peritoneum of thioglycolate i.p. injected
Control Mutant (CM) and Mcpip-1-KO (KO) mice, PMN derived from bone marrow, bone marrow
derived macrophages (BMDMs), T and B lymphocytes isolated from the murine spleen was determined
using Real-time PCR; the mean = SEM; n=3-7
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Figure S2. MCPIP-1 regulates Mcl-1 in bone marrow neutrophils.

(A) Relative mean expression of apoptotic genes in murine neutrophils isolated from bone marrow of
Control Mutant (CM) and Mcpip-1-KO (KO) mice. n=4 animals; (B) The graph represents a ratio
between expression of Mcl-1 and Bim mRNA in murine neutrophils isolated from bone marrow + SEM.
(C) Neutrophils were double-stained with Annexin V and PI and subjected to FACS. A representative
result of Annexin V positive cells is shown with the mean £ SEM
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3GACAGAGGGAGGAUUC-AA- -GU- - CGGGAAGGAAA - CCCACAAACCAAAG-
5GACAGAGGGAGGAUUC-AA--GU- -CGGGAAGGAAA - CCCACAAACCAAAG-
5GACAGAGGGAGGAUUC -AA- - GU- - UGGGAAGGAAA - CCCACARRCEAAAG-
3G6GC/ UUC-UA--GU- -CCCC---ACCUAAG-

ee00016@.000000.170000.....180..,
- AU -ACUGUAG-GAUUGGUUCUGGC - CCAUGCAGC
- AU-ACUGUAG-GAUUGGUUCUGGC - CCAUGCAGC
=AU - ACUGUAG-GAUUGGUUCUGGC - CCAUGCAGC
- AU-CCUGUAG-GAUUGGCUCUGGCGCA-CGUGGC

5GACAGAAGGACAAGUG-AA--GC- -AGGCAAGGGAA - UCCUCAAACCAAAG- =AU -ACCAUAG-GAUUGGUUCUGGC - CC-CGCGGC

5GACAGAGGGACAAGUG-GA- -GC - - AGGCAAGGGAA - UCCUCAAACC--AG- - AU-ACCAUAG-GAUUGGUUCUGGC - CC-UGUGGC

AGACAGCAGGAGGGUGA-AA--GU- -AGGGAAGGGAG - CCCGCAAACCAAAG- =AU -ACUGUAG-GAUUGGUUCUGGC - CCACACGGC

5GAC) CC-CAAACCAAAG- - AU- CCUGUAG-GAUUGCUUCUGGC -C-

5GACAG! U- CCACAAACCAAAG- - AU-ACUGUAG-GAUUGGUCCUGGC - CCACCCGGC
- AU-ACUGUAG-GAUUGGUCCGACC-CCGCCUGGC

- - - --GAGGGGCCGUCU-AA--GU- -AGGGAAGGGAA - CCCACAAACCAAAG-
G JU U- AA-CCCACAAACCAAAG-
3GACAGACGGAGGACUA-AA- - GU- -AGGGAAGGGAA - CCCACAAACCAAAGS
JGCCu G-AACAGU- U- CCCAGAAACCAAAGAA -

=AU -ACUGUAG-GAUUGGUUCUGAC - CCACUCGGC
=AU - ACUGUAG - GAUUGAUUCUGGC - CCACGUGGC
~AU-ACUGUAACAAUUGAUUCUGGU-C-

miR 101-3p

160 ...170. . .180.
-AU-ACUGUAG-GAUUGGUUCUGGC - CCAUGCAGC -
-AU-ACUGUAG-GAUUGGUUCUGGC -CCAUGCAGC -
AUSACUGUAG - GAUUGGUUCUGGC - CCAUGCAGC

-AU-CCUGUAG-GAUUGGCUCUGGCGCA - CGUGGC -
-AU-ACCAUAG-GAUUGGUUCUGGC-CC -CGCGGC -
~AU-ACCAUAG-GAUUGGUUCUGGC-CC-UGUGGC -
-AU-ACUGUAG-GAUUGGUUCUGGC-CCACACGGC -

.190.
ACCUCUAGCU-G-
ACCUCUAGCU-G-
ACCUCUAGCU-G

ACCCGCAGCC-U-
ACCCCAACCC-G-
-CCUCUAUCU-A-
-UGCCCAGCC-G-

. ..130. .140. .150.
AA--GU--CGGGAAGGAAA-CCCACAAACCAAAG-
AA--GU- -CGGGAAGGAAA-CCCACAAACCAAAG-
AA--GU- -UGGGAAGGAAA - CCCACARACCAAAG

GA- -GC - -AGGCAAGGGAA-UCCUCAAACC - -AG-
AA- -GU- -AGGGAAGGGAG-CCCGCAAACCAAAG-

AA- - GU- -AGGGAAGGGAA-CCC - CAAACCAAAG-
AA- - GU- -AGGGAAGGGAA-CCCACAAACCAAAG-
~AGGGAAGGGAA-CCCACAAACCAAAG-
AA- -GU- -AGGGAAGGCAA-CCCACAAACCAAAG-

-AU-CCUGUAG-GAUUGCUUCUGGC-C -
-AU-ACUGUAG-GAUUGGUCCUGGC -CCACCCGGC -
-AU-ACUGUAG - GAUUGGUCCGACC -CCGCCUGGC -
-AU-ACUGUAG-GAUUGGUUCUGAC - CCACUCGGC -

-CCUCCAGCC-G-
ACCUGGAGCC-G-
- -GGUGCC-G-
ACCUCUCGCC-G-
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-AU-ACUGUAG-GAUUGGUUCUGGC -CCACACGGC

-UA--GU--AGGGAAGGGAC-CCCC---ACCUAAG-
-AA--GC--AGGCAAGGGAA-UCCUCAAACCAAAG-
-GA--GC--AGGCAAGGGAA-UCCUCAAACC--AG-
-AA--GU--AGGGAAGGGAG-CCCGCAAACCAAAG-

-ACCCGCAGCC-U-
-ACCCCAACCC-G-
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-AA--GU--AGGGAAGGGAA-CCC-CAAACCAAAG-
-AA--GU--AGGGAAGGGAA- CCCACAAACCAAAG-
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-AA--GU- - AGGGAAGGCAA - CCCACAAACCAAAG-
-AA--GU--AGGGAAGGGAA-CCCACARACCAAAG-
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-AU-ACUGUAG-GAUUGGUCCGACC-CCGCCUGGC -
-AU-ACUGUAG-GAUUGGUUCUGAC-CCACUCGGC
-Al=ACLGUAG-GAUUGAUUCUGGC -CCACGUGGC -
-AU-ACUGUAACAAUUGAUUCUGGU-C ----CUGGGU-G-
--U-GCUGUAGUAAUUGGUUCUGGU-C -AUUUAAAGGU-G-
————————————————— AAA-UAUGCAAAACAA - - - - - - - - - - - - -U- GCUGUAGUAAUUGGUUCUGGU-C - - -CUGGA - - - - AUUUAGGGAU-G-
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miR 139-5p

GU- -CGGGAAGGAAA-CCCACAAACCAAAG
GU- -CGGGAAGGAAA-CCCACAAACCAAAG
GU- -UGGGAAGGAAA-CCCACAAACCAAAG
GU- -AGGGAAGGGAC-CCCC- -~ ACCUAAG
GC - ~AGGCAAGGGAA-UCCUCAAACCAAAG
GC - -AGGCAAGGGAA-UCCUCAAACC - -AG:
- -GU- -AGGGAAGGGAG-CCCGCAAACCAAAG

AU-ACUGUAG - GAUUGGUUCUGGC - CCAUGCAGC:
AU-ACUGUAG - GAUUGGUUCUGGC - CCAUGCAGC.
AU-CCUGUAG - GAUUGGCUCUGGCGCA - CGUGGC
AU-ACCAUAG - GAUUGGUUCUGGC -CC -CGCGGC
AU-ACCAUAG - GAUUGGUUCUGGC -CC-UGUGGC
--AU-ACUGUAG - GAUUGGUUCUGGC - CCACACGGC

AU-CCUGUAG - GAUUGCUUCUGGC -C
AU-ACUGUAG - GAUUGGUCCUGGC -CCACCCGGC
-AU-ACUGUAG - GAUUGGUCCGACC -CCGCCUGGC
AU-ACUGUAG - GAUUGGUUCUGAC -CCACUCGGC
- - AU- ACUGUAG - GAUUGAUUCUGGC - CCACGUGGC
AU-ACUGUAACAAUUGAUUCUGGU -C
-U-GCUGUAGUAAUUGGUUCUGGU -C
-U-GCUGUAGUAAUUGGUUCUGGU -C

GU- -AGGGAAGGGAA-CCC-CAAACCAAAG
GU - -AGGGAAGGGAA-CCCACAAACCAAAG
-GU - ~-AGGGAAGGGAA-CCCACAAACCAAAG
GU- -AGGGAAGGCAA-CCCACAAACCAAAG
- -GU- -AGGGAAGGGAA - CCCACAAACCARAG
CAGU- -AGGAAAGGGAU-CCCAGAAACCAAAGAA:
--AAACCAA-
-AAA-UAUGCAAAACAA-

-ACcUCUCGCC-G
-ACCUCUAGCU-G-- -U
- --CUGGGU-!

miR 143-3p
610 ....620. .630. .640.......650 660.
CUUC-UCCUC-CAUCCUUUAU- -U-CAGAGUCAUCUCGCCCUUCCCCAUGGGU- - G- G- - GGGAA - CCUGUG
CUUC-UCCUU-CAUCCUUUAU- -U-CAGAGUCAUCUCGCCCUUCCCCACGGGU- - -G- G- - GGGAA - CCUGUG
CUCC-UCCUC-CAUCCUCUAU- -U- - - GAGUEAUCUEGCCCUUCCCCACAGGU- - G- G- - GGGAA - CAUGUG
cuuc-u- ~GCGCCCUUCCCCAAAGGU- - -G - G- -GGGGA - CAUGUG
CCCAUGGGU- - -G -G- - GAGGA - CACAUG- - -UAUG-CUGUGUA
CCCCUUCCCCACAGEU- - -G- G- -GAGGA - CACACGUACUACG-CCAUGUA
CGCUCCCCGAGGGU- - -G-G--GAGGA -

-UA- ---UGUGUA

-G-C--GGGGA -UACAUA- - -UAUGUCUGUGUA
=G=U~-GGGGA - CACGUA - - - UUUGUGUGUGUA
-G-U--GGGG- -UGCGUG
-UCG--GGGGG-AG- -

G-U- - GGGGG-GAUGUG

CGC--CCCGC-CCUCCUCUGUAUU-CAGAGCCGUCUAGCCCUUCCCCAAG
uucc- =C=UUCCUUCUAUACU - - -GAGUC CUCUCGCCCUUCCCCGAGG =
-CGGCCUCUGUGCU-GGGGGUCCUCUCGCCCUCCCGCGGGG -
CCCC-UCCCC-CUUCCUCUGCACU-UGGAGUCAUCUCACCCUUCCCCGCAG -
UUCC - UACCC-CUUCCUCUGUACY GUCACCUUGCCCUUGCCCAAGG

A
UAUAUGUGUAUA

miR 486-3p
540.......550.. 568..........578 .580.
- CUUCUBCCCCACUCUAUUC-CU- -~UAUCCUGCUGE - - -CCEUG -UA-GGGGU
- CUUCUGECECACUCUBUUC-CU- -UAUCCUGCUGE - - ~CCEUG -UA-GGGGU

-CUUEUBECECACUCUGUUC-CU- -UAUCCCAGUGE===CCLUG -UA-GGGGU - -

-CUACCCACUGUUUACC- -UGCCCCACCAC--CCCUGC-CA-GGGCU- -
-GCCCGCUCUGUCCACC- -UACACACCCCCCCCCCAAC-CA-GGGCU
-GCCCGCUCUGCCCACC- -UACCCCACCCCACACACAC -CA-GGGCU- -

- CUUEUGEECEACUCCRUUCACC-

-C-CA-GGGAC
GCCUG-CA-GGGGU
CCCCG-CGGGGGGUAGGGUGGGGGGAGCGGGCCA

-CCUCCGUCCCACUCUGUGCGLCC-
-CUUCCGACCCAUUCUGUUUGCA-
-CQUCCGUCCCGLUCUBUUCGCC-
-CUUCUGU-CCACUCAGUGCGCC- CCCCG-CCAGGGGC
- CUCCUGUCCCAAUGUGUUCACU- CCEUG-UU-GGGGG
- - --UCUCUCUCUCUCUUCCCCCCCCCCCCCCCCCCUUGU - - ~ACCUG -CU - GUGGL

Figure S3. Alignment of predicted miRNAs seeds regions that match the sequence of human
MCPIP-1 3'UTRs and its orthologs. Human - Homo sapiens; Chimp - Pan troglodytes; Rhesus -

Macaca mulatta; Squirrel - Spermophilus tridecemlineatus; Mouse - Mus musculus; Rat - Rattus
norvegicus; Rabbit - Oryctolagus cuniculus; Pig - Sus scrofa; Cow - Bos taurus; Cat — Felis catus, Dog
- Canis lupus familiaris, Big brown bat — Eptesicus fuscus, Elephant - Loxodonta africana; Opossum -
Monodelphis domestica, Scarlet macaw - Ara macao, Chicken - Gallus gallus.



