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Figure legends 

Supplementary Figure 1. Comparison of the SNP count between nanopore sequencing 

and NGS data is shown for all 13 families using 10 kb (a) and 20 kb (b) libraries, 

respectively. 

Supplementary Figure 2. The genotype in genomic position 5270539 (a) and 5248842 

(b) of chr11 is validated by Sanger sequencing. The forward and reverse reads were 

showed respectively.  

Supplementary Figure 3. The logarithmic odds ratios for fetal haplotype analysis. The 

fetal inherited haplotypes for 13 families are depicted using 10 kb (a) and 20 kb (b) 

libraries, respectively. An odds ratio less than zero indicates that the fetus inherited the 

maternal wild-type haplotype (Hap 1), whereas a value of more than zero indicates 

inheritance of the mutant haplotype (Hap 0). The red lines indicate the inheritance of 

paternal haplotype by the fetus. The blue lines indicate the inheritance of maternal 

haplotype by the fetus. The yellow stars indicate the inheritance of the mutation site by 

the fetus. 

 


