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Validation

After a preliminary cohort was used to estimate variability, a power analysis was performed to estimate the number of additional mice
necessary to complete the in vivo mouse studies. For imaging experiments, a sufficient number of cells were imaged to observe a clear
distribution.

One colchicine-injected mouse was excluded from the in vivo mouse hypertrophy study due to excessive weight loss.

All experiments where reproduced, typically in triplicate, and the number of biological replicates for each experiment are noted. Replication
attempts were successful.

Mice were randomly allocated based on the order that they were tagged for identification.

Blinding was deemed unproductive as investigators could readily identify experimental groups based on stark phenotypes. As such, unbiased
analytical approaches were used whenever possible to limit investigator bias.

Alpha-tubulin rabbit polyclonal (Millipore Sigma, SAB3501072-100UG);

Tubulin (DM1A) mouse monoclonal (Cell Signaling Technology, 3873S);

Desmin rabbit polyclonal (ThermoFisher, PA5-16705);

Kif5b rabbit monoclonal (Abcam, ab167429);

Rps6 (clone 54D2) mouse monoclonal (Cell Signaling Technology, 2317S);

Puromycin (clone 12D10) mouse monoclonal (Millipore Sigma, MABE343);

GAPDH rabbit polyclonal (Biolegend, Poly 6314);

Histone H3 rabbit polyclonal (Abcam, ab1791);

GAPDH mouse monoclonal (VWR, A01622-40);

Histone H3 mouse monoclonal (Abcam, ab24834);

Goat anti-rabbit IgG AF 647 (Life Technologies, A27040);

Goat anti-mouse IgG AF 488 (Life Technologies, A11001)

Alpha-tubulin rabbit polyclonal (Millipore Sigma, SAB3501072-100UG);

Tubulin (DM1A) mouse monoclonal (Cell Signaling Technology, 3873S);360 citations on Citeab, orthogonal validation https://
www.cellsignal.co.uk/products/primary-antibodies/a-tubulin-dm1a-mouse-mab/3873?N=0
+4294956287&Nrpp=200&No=5800&fromPage=plp

Desmin rabbit polyclonal (ThermoFisher, PA5-16705);Knockdown validated in Heffler et al. [PMID: 31822208]

Kif5b rabbit monoclonal (Abcam, ab167429);Knockdown validated in this manuscript




