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Reviewer Comments to Author: 

Much improved manuscript. I only have minor comments: 

1) The examination of platform-specific covered region between MGI and Illumina platforms is still 

problematic. A single fold change threshold is unreliable. The authors should further make statistical test 

to identify platform-specific covered regions. 

2) Since the standard variant data set is not available, I think it is necessary to discuss the potential 

reason of the platform-specific SNVs and the singletons. Whether their distribution is associated with 

platform-specific covered regions or other reasons associated with low sequencing quality? 
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