


2

nature
research

|
rep

orting
sum

m
ary

April2020

Data
Policy information about availability of data

All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:
- Accession codes, unique identifiers, or web links for publicly available datasets
- A list of figures that have associated raw data
- A description of any restrictions on data availability

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.

Life sciences Behavioural & social sciences Ecological, evolutionary & environmental sciences

For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

Materials & experimental systems

n/a Involved in the study

Antibodies

Eukaryotic cell lines

Palaeontology and archaeology

Animals and other organisms

Human research participants

Clinical data

Dual use research of concern

Methods

n/a Involved in the study

ChIP-seq

Flow cytometry

MRI-based neuroimaging

Antibodies
Antibodies used

Validation

The publicly available gene expression microarray dataset (GSE3401852) was used; The RNA-seq data from SR9009 treated mice have been deposited at NCBI GEO
with the identifier GSE163285 and can be accessed via: https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE163285. The authors declare that all data
supporting the findings of this study are available within the Source data file.

For most experiments this was achieved using triplicate measurements. Where used, higher replicate numbers are indicated in the text.

No data were excluded

Individual experiments were reproduced three times in an independent manner with similar results.

Not relevant for our study: only one variable is tested in each experiment

Not relevant for our study: only one variable is tested in each experiment

The following primary antibodies were used: anti-BMAL1 (1 µg/mL, Ab93806, Abcam, UK), anti-BMAL1 (1 µg/mL, ChIP Grade,
Ab3350), anti-NTCP (HPA042727, ATLAS), anti-HDAg (Scrum), anti-Halotag (1 mg/mL, G9211, Promega, UK), anti-REV-ERB (1 µg/mL,
PA5-29865, Thermo Fisher Scientific, UK), anti-HNF4A (1 µg/mL, ChIP Grade, Ab181604, Abcam, UK), anti--actin (A5441, Sigma, UK)
and Rabbit IgG (NI01, Sigma, UK).

All commercially available antibodies were validated by their respective manufacturer, listed below:

anti-BMAL1: https://www.abcam.com/bmal1-antibody-ab93806.html

anti-BMAL1 (ChIP Grade): https://www.abcam.com/bmal1-antibody-ab3350.html

anti-NTCP: https://www.sigmaaldrich.com/catalog/product/sigma/hpa042727?lang=en&region=GB

anti-Halotag: https://www.promega.co.uk/products/protein-detection/primary-and-secondary-antibodies/anti-halotag-monoclonal-
antibody/?catNum=G9211

anti-REV-ERB: https://www.thermofisher.com/antibody/product/NR1D1-Antibody-Polyclonal/PA5-29865




