Figure S1

Homo sapiens thymic stromal lymphopoietin (TSLP), transcript variant

NCBI Reference Sequence: NM 033035.4
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acgttcccaa
gctttcttgg
aaaggaagtt

catgtaatga
tggggtttca
tattgtgaaa
acaagtagat
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Figure S2

Homo sapiens thymic stromal lymphopoietin (TSLP), transcript variant 2, mRNA
NCBI Reference Sequence: NM 138551.4
Keys:
[Coding sequence];
Primer binding sites;
7
PCR target region (CDS of TSLPv2) flanked by primers designed by us;
PCR target region (sfTSLP) flanked by primers designed by Fornasa et al.(29)

and Biancheri et al.(30);

{Binding site of Basescope probe};

Sequence that overlapped with Homo sapiens thymic stromal lymphopoietin
(TSLP), transcript variant 1, mRNA (NM_033035.4)
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cttcaatcga
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tttaatttat
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gaatatttgg
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tcggaaactc
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tactcaggca

accaataaat

cctttactga
aatcatcttt
agttatcttt
gtttataatg
tgactggctt
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atagcaccta
gtgttaaact
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gtacctttgt
tttgtgaaca
taaaataatt
cacacatact
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agataggcag
ttattttttc
acaggggatg
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agaggaagct
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cagggtatag
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tctttgtcta
aaataaatac
attagggaga
tgctttatct
cttaatgtaa
gcatcatact
ctggtttttt
gtcaatgttt

agtgtcacaa

ataaatatac
tgtacatgtt
tttcttatga
acattatctt
tttatacctg
cattgcaatc
ctttcctcac
tcttgaattc
accctataaa
taggagtaga
gaagtgggga
tacattacat
acaatgggga
ctgaataggc
ttcctctgaa
ttaactccat
acataatttt
aaggagacaa
ttaaaaattt
aattagtcat
aatttagtaa
aaatgtattg
catggtcaat

atgaagaaga
ttacaaggat

alaccatcttt attatggtca
tgaaacatta
agagtttctt
actactcctc
attctcggcet
aactcttttc
taaaagacag
aagagaagaa
ttgaaataat
ctaacagaca

actctaactg
aacttacttt
aaatgttgag
gtagttgcat
cctgaaaaag
acattccttce
agtgaaagca
tttcaagcaa
agagtggtat
atataaatta
cctttgtaat
atcatctctc
ccttcaggtt
ttggccctgce
atccttttcet
acctggaaga
ccgctgcaag
caccagtggg
catgttcctc
agttcaatgt
gtccagtcca
tagaaaagta
agtttctttt
gacctgaccc
tttagtaggg
tcacaaaatt
ctcaaagtca
gtataattta
ttaaattaca
gaacgttccc
aggctttctt
aaaaaggaagqg



1 accctcgecca cgccecctget ccccecgeggt t{ggttcttcc ttgctctact caaccctgac
61 ctcttctctc tgactctcga cttgtgttcc ccgctecctce ctgaccttec tecccctecce
ctctttectet ctectggtgtt ttectccltttt ctcgtaaact
cattgcctta ctgaaatcca gagcctaacc ttcaatccca
gccaaagaala tgttcgccat gaaaactaag gctgccttag
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tttcactcaa
ttgccgecta
ccgccggcectg
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tatttcacag
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tgtaagtttt
ggaagcttcc
aagcattgct
gaaaaatatt
tacatgtaat
aatggggttt
agtattgtga
atacaagtag
tagaatctac
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aaatctagtt
tttacctcca
ctataggaga
taaattatgt
aacaaagtag
ctagagccgc
aagggcaacc
taattactcc
ccttaaatcc
catttaaaga
ggtaagactc
gtcctgagga
aagctcttaa
attcactgac
ttgggcccaa
tcccattaag
tatattttat
ctgtcaatta
aaatgttgta

ggtggactag
ttgcaaattg

ttctcaccaa
tgagcagcca
cgcgtcgcetce
cccaggctat
gaaagtcaca
cttcaatcga

tcggaaactc
accaataaat
cctttactga

agataaatgc
gtctggaaca
aacaacagta

tactcaggca
agtgtcacaa
alaccatcttt

caccaaaata
gaccacaaat
tattgtgtaa
ataacattga
caagaggaaa
gaactcaatg
gacacttctt
cacaaatagt
aagtattcta
atcctgagaa
tttaatttat
tatttcttaa
agacaatttg
ctcatcctta
gaatatttgg
cactagtctt
gaaaaagtga
aggcaccctc
cactgcacgt
ctgagggtta
atcttacttg
gcacttactg
agcctttgtce
aaatcaggac
atgctattgt
tagattttac
ttccecctaaa
tgcagtttct
tctatgtgtt
aaagtaatgg
acaatgtgga
tatagtatac
t

aatcatcttt

agttatcttt

gtttataatg

tgactggctt

atccaaaagt

atagcaccta

gtgttaaact

tgtaaatata

agccaagttt

gtacctttgt
tttgtgaaca
taaaataatt
cacacatact
gagcccactg
agataggcag
ttattttttc
acaggggatg
tcactcaatt
gggaatgcac
gttggggcta
ccaacaggta
tggaacaagc
cagagaagct
atgcctgcett
aagagaaatt
tgaactatga
agaattgagg
ttgaatcttc
ccatagatat
gcaagagatt
tcatacatct
ggtcagttat

attaagtaga
taattacaga
caggggaagt
catggcagta
gcagcaggag
aacttacatt
aaaaatttac
gtgaagcaat
taaatattat
tacagctact
cttttgaaaa
ctcaaatttg
tttctaaggg
actgctcccc
cttcaggatg
ccctcttgaa
tcaaatcgat
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tgatttttcc
aaccatgaca
agaggaagct
cttcagccaa
cagggtatag
tctaaaaatc
tctttgtcta
aaataaatac
attagggaga
tgctttatct
cttaatgtaa
gcatcatact
ctggtttttt
gtcaatgttt

tgaaacatta
agagtttctt
actactcctc
attctcggcet
aactcttttce
taaaagacag
aagagaagaa
ttgaaataat
ctaacagaca

ataaatatac
tgtacatgtt
tttcttatga
acattatctt
tttatacctg
cattgcaatc
ctttcctcac
tcttgaattc
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taggagtaga
gaagtgggga
tacattacat
acaatgggga
ctgaataggc
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ttaactccat
acataatttt
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attatggtca
actctaactg
aacttacttt
aaatgttgag
gtagttgcat
cctgaaaaag
acattccttce
agtgaaagca
tttcaagcaa
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gacctgaccc
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tcacaaaatt
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gtataattta
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gaacgttccc
aggctttctt
aaaaaggaag



Vaginal Cancer Lymph node metastases of OvCa

VA-35
VA-36
VA-38
VA-39
VA-41
0-265LN
0-287LN
0-310LN
0-507LN
0-508LN

Sanger Sequencing (VA-41)

AL l‘t M L ln‘tln Hil ‘h Ll

AAACGCCCGCTGCATTGTATACGACTCACTATAGGGCGAATTGGGCCCGACGTCGCATGCTCCCGGCCGCCATGGCGGCCGCGGGAATTCGAT
TCGAGAAAAGGAGAAAACACCAGAGAGAGAAAGAGTTGGTGAGAATTGAGTGAAAGGGGAGGGGAGGAAGGTCAGGGAGGAGCGGGGAA
CACAAGTCGAGAGTCAGAGAGAAGAGGTCAGGGTTGAGTAGAGCAAGGAATCACTAGTGAATTCGCGGCCGCCTGCAGGTCGACCATATGG
GAGAGCTCCCAACGCGTTGGATGCATAGCTTGAGTATTCTATAGTGTCACCTAAATAGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGA
AATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAA
TTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGGCCAACGCGCGGGGAGAGGCGGTTTGC
GTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAAT
ACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTG
CTGGCGTTTTTCCATAGGCTCCGCCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAG
ATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGAAGC
GTGCGCTTTCTCATAGCTCACGCTGTAGTATCTCAGTTTCGGTGTAGGTCGTTCGCTCAAGCTGGGCTGTGTGCACGAACCCCCCCGTTCAGGCC
CGACCGGCTGCGCCTTATCAGTAACTATCGTCTGAGTTCGACCGGTAGACCGACTATCGCACTGGCAGCAGTCTCACCTGTGGTAC

Product of RT-PCR of TSLPv2 (reverse)
PGEM-T Easy vector

Fig. S3 RT-PCR analysis of TSLPv1 and TSLPv2 in vaginal cancer tissues and lymph node metastases of ovarian cancer. (a)
RT-PCR of TSLPv1, CDS of TSLPv1 and TSLPv2 in vaginal cancer tissues and lymph node metastases of ovarian cancer. (b)
Sanger Sequencing of RT-PCR product of TSLPv2.

Figure S3
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Fig. S4 mRNA expression of IfTSLP and sfTSLP in selected human EOC and EEC tissues was examined by BaseScope
duplex RNA in situ hybridization assay. Designed BA-Hs-TSLPv1-2zz-st-C2 (red) targeting TSLPv1 and BA-Hs-TSLPv2-
3zz-st-C1 (green) targeting TSLPv2 were applied (left column). Blue circles highlighted positive green signals of

TSLPv2-specific probe. An inserted picture showed the high magnification of a positive green signal of sfTSLP mRNA
expression. Positive control probes (for PIPB in green and POLR2A gene in red; middle column) and negative control
probes (for bacterial Dab2 gene in green and red; right column) were also applied. 200x magnification; scale bar 50

pum.
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Relative expression (2A-dCT) Relative expression (2*-dCT)
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Fig. S5 (a) mRNA expression of EFNB2, PBX1 and TSLP in IOSE, FTSEC and human ovarian cancer cell lines
were analyzed by qRT-PCR. (b) Associations between TSLP expression and EFNB1 expression, and
between TSLP expression and PBX1 expression were analyzed by Spearman’s rank correlation.
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Fig. S6 Western Blotting of TSLP in ovarian (A2780 and IGROV-1)/endometrial (HEC1A) cancer cells with or without sfTSLP overexpression
using two polyclonal antibodies. (b) Human Phospho-Kinase Array was performed in human ovarian (A2780 and IGROV-1) and endometrial
(HEC1A) cancer cells with or with sfTLSP overexpression.
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Fig. S7 Protein expression of TSLP in selected human EOC and EEC tissues was examined by
immunohistochemistry using two polyclonal antibodies.
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Fig. S8 The whole Western blots showing all bands and molecular weight markers.
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