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This is a comprehensive description of two new genome assemblies for the important vector species
Anopheles coluzzii and Anopheles arabiensis. | have no doubt that these assemblies will be useful to the
field. The A. gambiae species complex is unusually diverse and shows complicated patterns of
introgression, chromosomal rearrangements, and barriers to gene flow. These Nanopore/Hi-C
assemblies will clarify many of these diversity patterns. It is likely that many other third-generation
sequencing assemblies will soon be available for Anopheles (e.g. the authors mention the PacBio
assembly from A. coluzzii Ngousso), but few have been released yet, and in any case the diversity of
these species means that the genomes will not be redundant. Here, the authors have thoroughly
assessed the data and compared the genomes to each other and to the A. gambiae genome which is the
standard reference for this genus. The methods are robust and well documented.

"Genomics analyses" should be "Genomic analyses"

"scaffold N50s are 99.9 and 95.7" The units here are clearly Mbp but still this should be specifically
stated.
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| agree to the open peer review policy of the journal. | understand that my name will be included on my
report to the authors and, if the manuscript is accepted for publication, my named report including any
attachments | upload will be posted on the website along with the authors' responses. | agree for my
report to be made available under an Open Access Creative Commons CC-BY license
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To further support our reviewers, we have joined with Publons, where you can gain additional credit to
further highlight your hard work (see: https://publons.com/journal/530/gigascience). On publication of
this paper, your review will be automatically added to Publons, you can then choose whether or not to
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