POLD3 Peptide Spectrum
sp|Q15054|DPOD3_HUMAN

Predicted Fragmentation Pattern

o
Seq # b:AEror b ¥ y: A Error +1 ,;"
D 1 —  116.0 — 14 i
5 2 — 203.1 14B2.7 -— 13 |
G 3 0.0 260.1 1395.7 -— 12
1001 P 4 0.1 357.1 133238.7 0.1 11
L 5 0.2 470.2 1241.6 0.1 10
F 6 0.1 617.2 1128.6 0.1 9
N 7 0.0 7321.2 081.5 0.1 8
T 8 0.2 832.4 3867.4 0.2 7
D 9 0.4 947.4 766.4 0.2 6 (8}
Y 10 -0.6 1110.5 651.4 0.1 5 -
D11 — 1225.5 488.2 0.0 4 i
75 1 I12 0.2 1328.6 373.2 -0.1 3 '
L 13 0.7 1451.7 260.2 -0.1 2 '
K 14 - - 147.1 -— 1
w
o
50 A !
—
B
— —
= S R
2 i
! I
: '
|.|, ¥ PRENR AT N |
L e e e A B B B

300 400 500 600 700 800 1100 1200 1300 1400

USP11 Peptide Spectrum
sp|P51784|UBP11_HUMAN
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Predicted Fragmentation Pattern '
100 Seq # b:AError b ¥ y: A Error +1
L § -— 100.08 - - 12
E 2 0.02 229.12 1329.78 -— 11
v 3 0.02 3228.19 1200.74 0.18 10
Y 4 -0.04 491.25 1101.67 o.08 9
P 5 588.20 038.60 o090 8
vV 6 0.26 687.27 841.55 0.16 7
75 A E 7 0.21 816.41 742.48 0.04 6
L 8 -— 5925.50 613.44 0.14 5
L9 0.27 1042.58 500.26 -0.10 4
L 10 - 1155.67 387.27 0.01 3
Vi1 0.15 1254.72 274.19 -— 2
R12 --- 175.12 1 n
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