KEGG Pathways by Stages - DET

Glycine, serine and threonine metabolism -|
Homologous recombination -

Endocytosis -

Thiamine metabolism -|

Phenylpropanoid biosynthesis -
Monobactam biosynthesis -
Glycerophospholipid metabolism -|

Cutin, suberine and wax biosynthesis -
Biosynthesis of unsaturated fatty acids -
Lysine biosynthesis -

Carbon metabolism -|

Protein export -|

alpha-Linolenic acid metabolism -

RNA polymerase -|

Butanoate metabolism -

Various types of N-glycan biosynthesis -
Zeatin biosynthesis -

Terpenoid backbone biosynthesis -
Photosynthesis — antenna proteins -
Ubiquitin mediated proteolysis -

Mismatch repair -|

Flavonoid biosynthesis -

Ubiquinone and other terpenoid—-quinone biosynthesis -|
Arginine and proline metabolism -

One carbon pool by folate -|

Pyruvate metabolism -|

Fatty acid degradation -

mRNA surveillance pathway -|

Histidine metabolism -

Phenylalanine metabolism -

beta—Alanine metabolism -

Glyoxylate and dicarboxylate metabolism -
Fructose and mannose metabolism -|
Pantothenate and CoA biosynthesis -
Glycerolipid metabolism |

Purine metabolism -|

Glycolysis / Gluconeogenesis -|

Peroxisome -

Fatty acid biosynthesis -|

Nicotinate and nicotinamide metabolism -
Galactose metabolism -

Pentose phosphate pathway -

Cyanoamino acid metabolism -
Glycosphingolipid biosynthesis — globo and isoglobo series -
Pyrimidine metabolism -

Sphingolipid metabolism -

Tryptophan metabolism -

Starch and sucrose metabolism -

Biotin metabolism -

MAPK signaling pathway — plant -

Tyrosine metabolism -|

RNA degradation -|

Valine, leucine and isoleucine degradation -
ABC transporters -

Circadian rhythm - plant -

Valine, leucine and isoleucine biosynthesis |
Autophagy - other -

Plant-pathogen interaction -

Fatty acid metabolism -|

Phenylalanine, tyrosine and tryptophan biosynthesis -
Selenocompound metabolism -

Protein processing in endoplasmic reticulum -
Ribosome -

Citrate cycle (TCA cycle)

Oxidative phosphorylation -

Phagosome -

Nitrogen metabolism -|

Alanine, aspartate and glutamate metabolism -
Carbon fixation in photosynthetic organisms -|
Fatty acid elongation -|
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KEGG pathways by stages - DEAT
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ABC transporters -

Biosynthesis of unsaturated fatty acids -
Zeatin biosynthesis -

Starch and sucrose metabolism -
Phenylpropanoid biosynthesis -

Cutin, suberine and wax biosynthesis -

Fatty acid biosynthesis -

alpha-Linolenic acid metabolism -

Alanine, aspartate and glutamate metabolism -
Porphyrin and chlorophyll metabolism -

Fatty acid metabolism -

Peroxisome -

mRNA surveillance pathway -

Ribosome -

MAPK signaling pathway - plant -

Ubiquitin mediated proteolysis -

Protein processing in endoplasmic reticulum -
Biosynthesis of amino acids -

Plant hormone signal transduction -

Arginine biosynthesis -

Endocytosis -

Spliceosome -

Glycosaminoglycan degradation -
Glycosphingolipid biosynthesis - globo and isoglobo series -
Monobactam biosynthesis -

Lysine biosynthesis -

Other glycan degradation -

Various types of N-glycan biosynthesis -
Ubiquinone and other terpenoid-quinone biosynthesis -
RNA polymerase -

Cyanoamino acid metabolism -

Glycine, serine and threonine metabolism -
Glutathione metabolism -

Pentose and glucuronate interconversions -
Vitamin B6 metabolism -

Flavonoid biosynthesis -

Ether lipid metabolism -

Fatty acid elongation -

GeneRatio
® 0.05

1 @ o0

Premeiosis Meiosis Postmeiosis Anthesis
(16) (15) (21) (45)



	Additional file 10.pdf
	Additional file 11.pdf

