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Codon Position

Fig. S1. Detailed view of variant calls for the 5VM data set.



“supplement” — 2018/7/6 — 11:41 — page 2 — #2

550,809
©
(=3
g
[
3
Q
} | e R
0 3
100% Pi Reverse Transcriptase
b 7 .
50%] i a0 e :  TI R B % o (e o3
20%
3 10% -
g =
[
2 5% §
3
i
5 3
S 1% C_lz
R S TN R I TR A SR A s ‘ o0 fpe
0.1% o % o ool oge 09 oo 0g o 83 /UEG L o7 oebue, oW s o of R SRR ]
550,809
Q
o
g
]
g
o
s
0
100% Protease Reverse Transcriptase
b s = 2 2 = — —
50%] = ad o | oo : e ——F Hs st 23
20%
% 10%
3 )
g 5% =
[ <
$ o)
=
S 1%
° ¥os o q, Su% 0 ° °° o 0% ’f“"vnaﬂnn“:
AR . R "M 0, i R oo
0.1% %ol o4 o mq hhnm@m%!g,"”‘;,“u%: . ol 0T b eo .“’”N"’ 3 w“m‘i.fw“ y”?ﬂ“mm\“” © 03P sy ° 4 °
550,809
Q
=3
g
2
o
0
100% Protease Reverse Transcriptase
o e = e e ———— =
s0% 4 Tl Tes e : gze e o s ——2 L <3
20%
3 10%
2
Q 3
§ 5% <
i o
S |
3 QO
o 1% =
- . o ° o 0 o .
° o ° “u Q;ﬂ ""“unu"’ Do ° o, o ° o
o 09 o it o o R AT o o asftapaing, | ®
4 E . d A . o® 5 - -
o e Fge o ¢ So,° 0 SIS LSRR TN AP R i b o wo® L gy
8% o oo 8 % wd 0B Somed W o, gwed . 0 = Boe T B T goap I o 2 B g 14 0ay | & 0%
01% 1 &% oow B2 2 oo Rt L DO A T AN e S A R E I el i 1 SO
550,809
[}
o
g
(3
¢
o
© M
0
100% Protease Reverse Transcriglase
[ e == CE: = = ———— =
50% =] o - o B s e 3 ¢ R 22
20%
g 10% o
S 5 Q
2 5% b=
©
w ~—+
= =
k] ¢
3 1% 5 o N
o g . o6 B0 pe ‘,,m o ° . K R
(oo o g “’" oo 08 3 o e B ek agee o0 T, o o° o e n“,“ “v::,(:‘i:“”%sw"ﬁ »
) sy S hy00% PP mn e o2, vﬂr,\’x ‘% e ® oeto e 8 B o g 00 9 o% ° oo &F ooy
3 8 o g usg K y&!l g m e LA TR AN & oPpo F 00 ’&g‘*’gﬂ w{, - 89, 0200 ag®s
3o .),fx. @ o g TIE o el SF o Eofefi o %, o g & o a)
01% v«,,f,.%?%mg«; ﬁt% Juhe g% gfﬂ""jf, s i DY T i jg‘*ﬁ‘@* '*““’a BB, 5
550,809
[}
o
g
3
e
o
S e
0 .
100% Reverse Transcriptase
6 = e = ———— —
50% En = &0 e B : e e = 8 ? R R T o
20% 8
3 10% é
2
R =
6
g |
= N
s 1
hel
8 1% '8
. . 0
L e “\.,%,u'h ““’"'ani’, ’ntn%aﬁ.vm,% y L o ,num*ﬂ’m:)mn:*
s ;«;a uu;i,m‘\ngu (\féw.,,o.v ‘Smews w"eﬂ“”‘wa B TN A e
0.1% 1.2 © N o 00 % 00588 o0 & 80 % pa o eS| .
T e N N

Fig. S2.

PL11

Codon Position

Detailed view of variant calls for the PL1:1 data set.
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Detailed view of variant calls for the PL1:9 data set.
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Fig. S4. Detailed view of variant calls for the PID data set.



