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Figure 1: Top associated SNPs and their
overlap across phenotypes and their role
as quantitative trait loci

To understand the biological effect of SNPs associated with PTSD
phenotypes, we analyzed top SNPs (at suggestive threshold 5e-6) for
their unique and overlapping distribution across the four phenotypes.
The top SNPs for each phenotype were LD pruned (r2=0.2, kb=250) to
obtain independent signals. The Venn figure shows the distribution of
independent SNPs and non-overlapping SNPs across phenotypes are
87 (Hyperarousal), 49 (Avoidance), 62 (Reexperiencing), and 36 (PCL-
total).

These non-overlapping or phenotype-specific SNPs were tested for
their QTL associations for protein (all tissues), DNA methylation (brain
tissues), and splicing (brain tissues) from the QTLbase. These QTL
associations are shown as Venn figures for each phenotype. Detailed
tabular results are shown in Table 1.

Role of phenotype-specific SNPs as quantitative trait loci (QTL)
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sQTL: splicing quantitative trait loci
mQTL: DNA methylation quantiative trait loci
pQTL: protein quantitative trait loci
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Table 1: QTL associations for independent phenotype-specific SNPs

The table presents details of the SNPs and associated genes extracted from the data available from QTLbase (http://mulinlab.org/qtlbase). The p-values
are two-sided from regression analysis for the gene-tissue expression tested in the respective studies [PMID:Journal: Year is presented in the table] and
p-values lower than 1le-6 (0.05/20000 genes) are reported; correcting for number of genome-wide genes.

Avoida SNP Mappe | Trait_c | Trait_s | Trait_e | Pvalue | Source | PMID XQTL | Tissue | Popula | Sampl | Journa | Year Genom | Descri
nce_S d_gene | hr tart nd id tion e size |l e be
NPS
rs2532 NULL |17 43662 | 43662 | 1.79E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
423 625 625 47 357 neuros
cience
rs2532 NULL | 17 43663 | 43663 | 1.19E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
423 208 208 85 357 neuros
cience
rs2532 NULL |17 43662 | 43662 | 1.87E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
423 623 623 37 357 neuros
cience
rs2532 NULL | 17 43663 | 43663 | 1.08E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
423 579 579 66 357 neuros
cience
rs2532 NULL | 17 46940 | 46940 | 2.06E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
423 121 121 11 358 Prefro neuros
ntal_C cience
ortex
rs2532 NULL |17 46911 | 46911 | 3.22E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
423 531 531 38 358 Prefro neuros
ntal_C cience
ortex
rs2532 NULL | 17 46946 | 46946 | 4.67E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
423 887 887 38 358 Prefro neuros
cience




ntal_C

ortex
rs2532 NULL | 17 46914 | 46914 | 1.00E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
423 259 259 08 358 Prefro neuros

ntal_C cience

ortex
rs4513 EDNRB | 13 78550 | 78550 | 9.61E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
468 373 373 09 357 neuros

cience

rs4513 NULL |3 18760 | 18760 | 6.86E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
468 629 629 10 358 Prefro neuros

ntal_C cience

ortex
rs9973 LRGUK | 7 13417 | 13417 | 2.19E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
16 5563 5563 14 358 Prefro neuros

ntal_C cience

ortex
rs6581 R3HD | 12 55931 | 55931 | 1.40E- |74 20485 | mQTL | Brain- | EUR 150 PLoS 2010 hg19 NA
131 M2 375 375 14 568 Frontal geneti

_Corte cs

X
rs6581 R3HD | 12 55921 | 55921 | 442E- |74 20485 | mQTL | Brain- | EUR 150 PLoS 2010 hg19 NA
131 M2 029 029 20 568 Frontal geneti

_Corte cs

X
rs6581 R3HD | 12 55931 | 55931 | 6.55E- | 75 20485 | mQTL | Brain- | EUR 150 PLoS 2010 hg19 NA
131 M2 375 375 11 568 Tempo geneti

ral_Cor cs

tex
rs6581 R3HD | 12 55921 | 55921 | 2.50E- | 75 20485 | mQTL | Brain- | EUR 150 PLoS 2010 hg19 NA
131 M2 029 029 18 568 Tempo geneti

ral_Cor cs

tex




rs6581 R3HD | 12 55931 | 55931 | 7.43E- | 76 20485 | mQTL | Brain- | EUR 150 PLoS 2010 hg19 NA
131 M2 375 375 09 568 Pons geneti
s
rs6581 R3HD | 12 55921 | 55921 | 3.60E- | 76 20485 | mQTL | Brain- | EUR 150 PLoS 2010 hg19 NA
131 M2 029 029 13 568 Pons geneti
cs
rs6581 NULL | 12 57780 | 57780 | 6.76E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
131 204 204 36 357 neuros
cience
rs6581 STAC3 | 12 59358 | 59358 | 1.91E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
131 841 841 27 358 Prefro neuros
ntal_C cience
ortex
rs6581 STAC3 | 12 59358 | 59358 | 4.03E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
131 391 391 13 358 Prefro neuros
ntal_C cience
ortex
rs6581 NDUFA | 12 59348 | 59348 | 3.66E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
131 412 282 282 11 358 Prefro neuros
ntal_C cience
ortex
rs6581 NDUFA | 12 59349 | 59349 | 4.38E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hgl19 NA
131 412 212 212 67 358 Prefro neuros
ntal_C cience
ortex
rs6581 NDUFA | 12 59348 | 59348 | 9.85E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
131 412 588 588 61 358 Prefro neuros
ntal_C cience
ortex
rs6581 NDUFA | 12 59349 | 59349 | 3.71E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
131 412 072 072 50 358 Prefro neuros
ntal_C cience

ortex




rs6581 NDUFA | 12 59348 | 59348 | 1.15E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
131 412 495 495 63 358 Prefro neuros
ntal_C cience
ortex
rs6581 NDUFA | 12 57634 | 57634 | 1.44E- | 152 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
131 412 677 677 16 047 C acids L
researc report
h ed cis
rs6581 NDUFA | 12 57634 | 57634 | 3.46E- | 152 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
131 412 549 549 17 047 C acids L
researc report
h ed cis
rs6581 NDUFA | 12 57635 | 57635 | 9.69E- | 152 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
131 412 479 479 13 047 c acids L
researc report
h ed cis
rs6581 NDUFA | 12 57634 | 57634 | 6.20E- | 152 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
131 412 555 555 16 047 C acids L
researc report
h ed cis
rs6581 NDUFA | 12 57634 | 57634 | 7.69E- | 152 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
131 412 762 762 17 047 C acids L
researc report
h ed cis
rs6581 NDUFA | 12 57634 | 57634 | 1.50E- | 152 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
131 412 665 665 17 047 C acids L
researc report
h ed cis
rs9468 HLA-B | 6 31217 | 31217 | 4.54E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
976 838 838 07 358 Prefro neuros
ntal_C cience

ortex




rs9468 NULL |6 31213 | 31213 | 9.70E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
976 454 454 16 358 Prefro neuros
ntal_C cience
ortex
rs6512 NULL | 19 18575 | 18575 | 9.86E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
258 975 975 07 358 Prefro neuros
ntal_C cience
ortex
rs7379 WDR5 |5 14004 | 14004 | 1.24E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
1756 5 4315 4315 09 357 neuros
cience
rs2820 IPO9 1 20353 | 20353 | 4.28E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
292 1099 1099 11 358 Prefro neuros
ntal_C cience
ortex
rs1074 ACOT1 | 5 80689 | 80689 | 1.58E- | 96 25206 | mQTL | Brain- | MIX 216 Frontie | 2014 hg19 NA
6 2 492 492 14 360 Prefro rsin
ntal_C geneti
ortex cs
rs2234 DCUN |3 18269 | 18269 | 1.91E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
391 1D1 8605 8605 09 357 neuros
cience
rs2234 MSTIR | 3 49941 | 49941 | 7.27E- | 144 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina
391 425 425 17 047 c acids L
researc report
h ed cis
rs2234 GMPP | 3 49761 | 49761 | 8.16E- | 144 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina
391 B 600 600 12 047 C acids L
researc report
h ed cis
rs2234 DCUN |3 18269 | 18269 | 1.01E- | 145 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina
391 1D1 8605 8605 25 047 c acids L
researc report

h




ed

trans
rs2234 CRBN |3 32215 | 32215 | 6.88E- | 145 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina
391 76 76 69 047 c acids L
researc report
h ed
trans
rs2234 RBM5 |3 50126 | 50126 | 4.52E- | 152 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
391 178 178 11 047 c acids L
researc report
h ed cis
rs2234 DCUN |3 18269 | 18269 | 3.95E- | 153 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
391 1D1 8605 8605 20 047 c acids L
researc report
h ed
trans
rs2234 CRBN | 3 32215 | 32215 | 4.79E- | 153 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
391 76 76 67 047 c acids L
researc report
h ed
trans
rs1441 FAM18 | 20 25848 | 25848 | 4.79E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA
32576 2B 786 786 07 857 e
rs2234 RNF12 | 3 49726 | 49758 | 1.17E- | 51 30329 | sQTL Brain MIX 514 Nuclei | 2019 hg19 NA
391 3 971 962 18 095 C acids
researc
h
Re- SNP Mappe | Trait_c | Trait_s | Trait_e | Pvalue | Source | PMID | xQTL | Tissue | Popula | Sampl | Journa | Year Genom | Descri
experi d_gene | hr tart nd id tion e size |1l e be
encing
rs2429 NULL | 17 43663 | 43663 | 2.68E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
25 208 208 09 357 neuros

cience




rs1076 NULL | 11 28701 | 28701 | 4.48E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
7734 525 525 07 358 Prefro neuros
ntal_C cience
ortex
rs6207 NULL | 17 43662 | 43662 | 1.71E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
3233 625 625 36 357 neuros
cience
rs6207 NULL | 17 43663 | 43663 | 9.42E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
3233 208 208 60 357 neuros
cience
rs6207 NULL |17 43662 | 43662 | 1.01E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
3233 623 623 30 357 neuros
cience
rs6207 NULL | 17 43663 | 43663 | 4.65E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
3233 579 579 63 357 neuros
cience
rs1994 NULL | 17 43662 | 43662 | 6.42E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
41 625 625 24 357 neuros
cience
rs1994 NULL |17 43663 | 43663 | 9.05E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
41 208 208 31 357 neuros
cience
rs1994 NULL |17 43662 | 43662 | 3.35E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hgl19 NA
41 623 623 19 357 neuros
cience
rs1994 NULL |17 43663 | 43663 | 3.34E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
41 579 579 36 357 neuros
cience
rs6752 SRPK2 | 7 10502 | 10502 | 1.73E- | 144 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina
9088 7541 7541 12 047 c acids L
researc report
h ed cis




rs1153 NULL |7 12774 | 12774 | 1.83E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
6594 3667 3667 16 357 neuros
cience
rs1153 SND1 |7 12729 | 12729 | 1.44E- | 152 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
6594 1580 1580 11 047 C acids L
researc report
h ed cis
rs1153 SND1 |7 12729 | 12729 | 4.24E- | 152 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
6594 1747 1747 13 047 c acids L
researc report
h ed cis
rs8056 NULL | 16 54354 | 54354 | 1.54E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
104 640 640 11 357 neuros
cience
rs8056 NULL | 16 54354 | 54354 | 3.86E- | 124 28869 | mQTL | Brain- | EUR 468 Nature | 2017 hg19 NA
104 640 640 17 584 Prefro neuros
ntal_C cience
ortex
rs6654 CFAPL1 |9 13142 | 13142 | 1.95E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
8047 57 9354 9354 15 358 Prefro neuros
ntal_C cience
ortex
rs6654 PTRH1 | 9 13143 | 13143 | 8.64E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
8047 6865 6865 09 358 Prefro neuros
ntal_C cience
ortex
rs6654 CFAP1 |9 13046 | 13046 | 1.73E- | 124 28869 | mQTL | Brain- | EUR 468 Nature | 2017 hg19 NA
8047 57 9175 9175 13 584 Prefro neuros
ntal_C cience
ortex
rs5768 CTNN | 11 57528 | 57528 | 2.40E- |71 20215 | mQTL | Brain- | EUR 153 Americ | 2010 hg19 origina
59 D1 838 838 09 007 Cerebe an L
Llum journal report
of ed cis




human

geneti
cs
rs5768 CTNN | 11 57585 | 57585 | 4.34E- | 144 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina
59 D1 705 705 13 047 C acids L
researc report
h ed cis
rs4571 NULL | 4 15272 | 15272 | 1.24E- | 144 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina
7874 7874 13 047 c acids L
researc report
h ed cis
rs7216 UTP6 17 30228 | 30228 | 4.13E- | 144 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina
107 624 624 24 047 C acids L
researc report
h ed cis
rs7216 NULL | 11 11365 | 11365 | 4.45E- | 145 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina
107 9929 9929 12 047 c acids L
researc report
h ed
trans
rs7216 utpée | 17 30228 | 30228 | 2.01E- | 152 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
107 624 624 26 047 C acids L
researc report
h ed cis
rs7216 NULL | 11 11365 | 11365 | 3.66E- | 153 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
107 9929 9929 27 047 c acids L
researc report
h ed
trans
rs1190 NULL | 2 10562 | 10562 | 1.64E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
3674 9677 9677 13 358 Prefro neuros
ntal_C cience

ortex




rs3408 PROX1 | 1 21416 | 21416 | 1.43E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
76 2604 2604 09 357 neuros
cience
rs3408 NULL |1 21609 | 21609 | 2.56E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
76 0403 0403 09 358 Prefro neuros
ntal_C cience
ortex
rs3408 NULL |1 21609 | 21609 | 1.31E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
76 0219 0219 18 358 Prefro neuros
ntal_C cience
ortex
rs3408 NULL |1 21609 | 21609 | 9.52E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
76 2414 2414 19 358 Prefro neuros
ntal_C cience
ortex
rs3408 NULL |1 21415 | 21415 | 3.97E- | 124 28869 | mQTL | Brain- | EUR 468 Nature | 2017 hg19 NA
76 7306 7306 15 584 Prefro neuros
ntal_C cience
ortex
rs7734 PLEKH | 12 19282 | 19282 | 2.24E- | 152 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
4887 A5 374 374 15 047 c acids L
researc report
h ed cis
rs1321 SYNJ2 | 6 15859 | 15859 | 6.48E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
7929 5048 5048 22 358 Prefro neuros
ntal_C cience
ortex
rs1321 SYNJ2 | 6 15858 | 15858 | 7.28E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
7929 8200 8200 08 358 Prefro neuros
ntal_C cience
ortex
rs1321 SYNJ2 | 6 15858 | 15858 | 1.79E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
7929 7965 7965 07 358 Prefro neuros

cience




ntal_C

ortex
rs1321 SYNJ2 | 6 15859 | 15859 | 2.07E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
7929 5080 5080 21 358 Prefro neuros
ntal_C cience
ortex
rs1321 SYNJ2 | 6 15851 | 15851 | 3.83E- | 126 29142 | mQTL | Brain- | EUR 110 Nature | 2017 hg19 NA
7929 5036 5036 10 228 Hippoc comm
ampus unicati
ons
rs1076 MTMR | 11 96018 | 96018 | 5.86E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
5777 2 821 821 13 358 Prefro neuros
ntal_C cience
ortex
rs2020 TMEM | 14 77648 | 77648 | 4.64E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
996 63C 248 248 10 357 neuros
cience
rs2020 TMEM | 14 78577 | 78577 | 4.72E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
996 63C 951 951 12 358 Prefro neuros
ntal_C cience
ortex
rs2020 TMEM | 14 78581 | 78581 | 3.34E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hgl19 NA
996 63C 423 423 20 358 Prefro neuros
ntal_C cience
ortex
rs2020 TMEM | 14 78578 | 78578 | 7.79E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
996 63C 495 495 10 358 Prefro neuros
ntal_C cience
ortex
rs2020 TMEM | 14 77647 | 77647 | 3.01E- | 124 28869 | mQTL | Brain- | EUR 468 Nature | 2017 hg19 NA
996 63C 704 704 22 584 Prefro neuros
ntal_C cience

ortex




rs2020 TMEM | 14 77651 | 77651 | 1.71E- | 144 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina

996 63C 176 176 18 047 C acids L
researc report
h ed cis

rs2020 TMEM | 14 77648 | 77648 | 2.32E- | 144 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina

996 63C 248 248 27 047 C acids L
researc report
h ed cis

rs2020 TMEM | 14 77651 | 77651 | 5.31E- | 152 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina

996 63C 176 176 13 047 C acids L
researc report
h ed cis

rs2020 TMEM | 14 77648 | 77648 | 2.69E- | 152 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina

996 63C 248 248 24 047 c acids L
researc report
h ed cis

rs1994 KANSL | 17 44123 | 44123 | 1.08E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA

41 1 487 487 57 857 e

rs1994 KANSL | 17 44270 | 44270 | 9.45E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA

41 1 942 942 16 857 e

rs1994 ARL17 | 17 44370 | 44370 | 2.25E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA

41 B 099 099 40 857 e

rs1994 LINCO | 17 43861 | 43861 | 3.53E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA

41 2210- 673 673 07 857 e

CRHR1

rs1994 MAPT- | 17 43971 | 43971 | 7.21E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA

41 AS1 932 932 18 857 e

rs1994 NULL | 17 44320 | 44320 | 9.80E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA

41 972 972 07 857 e

rs1994 NULL | 17 44337 | 44337 | 2.07E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA

41 972 972 21 857 e

rs1994 NULL | 17 44588 | 44588 | 1.12E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA

41 877 877 94 857 e




rs1206 KYAT3 | 1 89401 | 89458 | 6.47E- | 46 30329 | sQTL Brain MIX 499 Nuclei | 2019 hg19 NA
5833 456 636 10 095 C acids
researc
h
rs1206 KYAT3 | 1 89454 | 89454 | 1.19E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA
5833 038 038 07 857 e
rs5768 MED19 | 11 57471 | 57479 | 2.96E- |51 30329 | sQTL Brain MIX 514 Nuclei | 2019 hg19 NA
59 186 795 07 095 c acids
researc
h
rs1333 NULL | 16 77224 | 77224 | 1.02E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA
9023 732 732 21 857 e
rs7516 DPH5 |1 10149 | 10149 | 3.44E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA
275 1434 1434 34 857 e
rs7516 EXTL2 |1 10136 | 10136 | 9.94E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA
275 0368 0368 13 857 e
Hypera SNP Mappe | Trait_c | Trait_s | Trait_e | Pvalue | Source | PMID | xQTL | Tissue | Popula | Sampl | Journa | Year Genom | Descri
rousal d_gene | hr tart nd id tion e size |1l e be
rs5578 MAD1 |7 21428 | 21428 | 8.63E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
9728 L1 27 27 11 358 Prefro neuros
ntal_C cience
ortex
rs5578 MAD1 |7 21282 | 21282 | 1.68E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
9728 L1 64 64 07 358 Prefro neuros
ntal_C cience
ortex
rs5578 MAD1 |7 21429 | 21429 | 6.10E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
9728 L1 24 24 16 358 Prefro neuros
ntal_C cience
ortex
rs5578 MAD1 |7 21427 | 21427 | 2.58E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
9728 L1 18 18 11 358 Prefro neuros
ntal_C cience

ortex




rs5578 MAD1 |7 21397 | 21397 | 2.50E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
9728 L1 95 95 18 358 Prefro neuros
ntal_C cience
ortex
rs5578 MAD1 |7 21281 | 21281 | 3.21E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
9728 L1 02 02 09 358 Prefro neuros
ntal_C cience
ortex
rs5578 MAD1 |7 21410 | 21410 | 8.82E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
9728 L1 54 54 13 358 Prefro neuros
ntal_C cience
ortex
rs5578 MAD1 |7 21395 | 21395 | 4.62E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
9728 L1 03 03 22 358 Prefro neuros
ntal_C cience
ortex
rs5578 MAD1 |7 21092 | 21092 | 6.93E- | 124 28869 | mQTL | Brain- | EUR 468 Nature | 2017 hg19 NA
9728 L1 44 44 25 584 Prefro neuros
ntal_C cience
ortex
rs5578 MAD1 |7 21098 | 21098 | 4.60E- | 124 28869 | mQTL | Brain- | EUR 468 Nature | 2017 hg19 NA
9728 L1 90 90 17 584 Prefro neuros
ntal_C cience
ortex
rs5578 MAD1 |7 18827 | 18827 | 1.56E- | 144 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina
9728 L1 76 76 11 047 C acids L
researc report
h ed cis
rs5578 MAD1 |7 19707 | 19707 | 4.46E- | 144 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina
9728 L1 98 98 13 047 c acids L
researc report
h ed cis
rs5578 STARD | 17 37793 | 37793 | 7.22E- | 145 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina
9728 3 320 320 15 047 C acids L




researc

report

h ed
trans
rs5578 MAD1 |7 20878 | 20878 | 1.32E- | 152 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
9728 L1 43 43 12 047 c acids L
researc report
h ed cis
rs5578 MAD1 |7 20503 | 20503 | 6.18E- | 152 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
9728 L1 86 86 12 047 c acids L
researc report
h ed cis
rs5578 MAD1 |7 20597 | 20597 | 4.78E- | 152 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
9728 L1 96 96 16 047 c acids L
researc report
h ed cis
rs5578 MAD1 |7 19707 | 19707 | 9.98E- | 152 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
9728 L1 98 98 16 047 c acids L
researc report
h ed cis
rs7398 NULL |17 43662 | 43662 | 4.62E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
4391 625 625 22 357 neuros
cience
rs7398 NULL |17 43663 | 43663 | 5.79E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
4391 208 208 32 357 neuros
cience
rs7398 NULL |17 43662 | 43662 | 8.17E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
4391 623 623 16 357 neuros
cience
rs7398 NULL |17 43663 | 43663 | 3.19E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hgl19 NA
4391 579 579 24 357 neuros
cience
rs7398 ARHGA | 17 46148 | 46148 | 7.81E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
4391 P27 145 145 13 358 Prefro neuros

cience




ntal_C

ortex
rs7398 ARHGA | 17 46148 | 46148 | 5.98E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
4391 P27 395 395 10 358 Prefro neuros

ntal_C cience

ortex
rs7398 ARHGA | 17 46127 | 46127 | 5.24E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
4391 P27 736 736 07 358 Prefro neuros

ntal_C cience

ortex
rs7398 ARHGA | 17 46128 | 46128 | 2.65E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
4391 P27 252 252 07 358 Prefro neuros

ntal_C cience

ortex
rs7398 ARHGA | 17 46128 | 46128 | 6.87E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
4391 P27 454 454 08 358 Prefro neuros

ntal_C cience

ortex
rs7398 ARHGA | 17 46129 | 46129 | 3.53E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
4391 P27 400 400 21 358 Prefro neuros

ntal_C cience

ortex
rs7398 ARHGA | 17 46148 | 46148 | 6.43E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
4391 P27 000 000 34 358 Prefro neuros

ntal_C cience

ortex
rs7398 ARHGA | 17 46128 | 46128 | 6.16E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
4391 P27 117 117 07 358 Prefro neuros

ntal_C cience

ortex
rs7398 ARHGA | 17 43482 | 43482 | 1.59E- | 124 28869 | mQTL | Brain- | EUR 468 Nature | 2017 hg19 NA
4391 P27 735 735 27 584 Prefro neuros

ntal_C cience

ortex




rs7398 ARHGA | 17 43483 | 43483 | 3.90E- | 124 28869 | mQTL | Brain- | EUR 468 Nature | 2017 hg19 NA
4391 P27 527 527 12 584 Prefro neuros
ntal_C cience
ortex
rs7398 ARHGA | 17 43484 | 43484 | 9.16E- | 124 28869 | mQTL | Brain- | EUR 468 Nature | 2017 hg19 NA
4391 P27 399 399 29 584 Prefro neuros
ntal_C cience
ortex
rs2668 NULL |17 43662 | 43662 | 1.79E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
653 625 625 47 357 neuros
cience
rs2668 NULL |17 43663 | 43663 | 1.19E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
653 208 208 85 357 neuros
cience
rs2668 NULL |17 43662 | 43662 | 1.87E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
653 623 623 37 357 neuros
cience
rs2668 NULL |17 43663 | 43663 | 1.08E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
653 579 579 66 357 neuros
cience
rs2668 NULL |17 46940 | 46940 | 2.77E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
653 121 121 11 358 Prefro neuros
ntal_C cience
ortex
rs2668 NULL | 17 46946 | 46946 | 1.95E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
653 887 887 37 358 Prefro neuros
ntal_C cience
ortex
rs2668 NULL |17 46914 | 46914 | 1.65E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
653 259 259 09 358 Prefro neuros
ntal_C cience

ortex




rs1412 PHF2 96362 | 96362 | 2.74E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
049 102 102 11 357 neuros
cience
rs9871 DCUN 18269 | 18269 | 4.53E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
654 1D1 8605 8605 09 357 neuros
cience
rs9871 MST1R 49941 | 49941 | 1.24E- | 144 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina
654 425 425 15 047 c acids L
researc report
h ed cis
rs9871 GMPP 49761 | 49761 | 4.74E- | 144 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina
654 B 600 600 12 047 C acids L
researc report
h ed cis
rs9871 DCUN 18269 | 18269 | 3.81E- | 145 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina
654 1D1 8605 8605 24 047 c acids L
researc report
h ed
trans
rs9871 CRBN 32215 | 32215 | 3.97E- | 145 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina
654 76 76 67 047 c acids L
researc report
h ed
trans
rs9871 RBM5 50126 | 50126 | 1.96E- | 152 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
654 178 178 11 047 C acids L
researc report
h ed cis
rs9871 DCUN 18269 | 18269 | 1.61E- | 153 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
654 1D1 8605 8605 20 047 c acids L
researc report
h ed

trans




rs9871 CRBN | 3 32215 | 32215 | 1.29E- | 153 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
654 76 76 66 047 C acids L
researc report
h ed
trans
rs5831 MAP3 | 17 43361 | 43361 | 6.66E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
4091 K14 331 331 10 357 neuros
cience
rs2240 RBM5 |3 49736 | 49736 | 3.69E- | 76 20485 | mQTL | Brain- | EUR 150 PLoS 2010 hg19 NA
326 940 940 08 568 Pons geneti
cs
rs2240 RBM5 |3 50126 | 50126 | 1.08E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
326 028 028 14 357 neuros
cience
rs2240 RBM5 |3 50151 | 50151 | 2.40E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
326 024 024 36 358 Prefro neuros
ntal_C cience
ortex
rs2240 RBM5 |3 50151 | 50151 | 1.02E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
326 063 063 27 358 Prefro neuros
ntal_C cience
ortex
rs2240 RBM5 |3 50151 | 50151 | 2.67E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
326 174 174 07 358 Prefro neuros
ntal_C cience
ortex
rs2240 RBM5 |3 50126 | 50126 | 7.39E- | 144 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina
326 028 028 13 047 c acids L
researc report
h ed cis
rs2240 RBM5 |3 50126 | 50126 | 6.14E- | 144 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina
326 178 178 17 047 C acids L
researc report
h ed cis




rs2240 MSTIR | 3 49941 | 49941 | 4.07E- | 144 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina
326 425 425 26 047 c acids L
researc report
h ed cis
rs2240 CRBN 3 32215 | 32215 | 1.27E- | 145 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina
326 76 76 18 047 C acids L
researc report
h ed
trans
rs2240 RBM5 | 3 50126 | 50126 | 4.36E- | 152 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
326 028 028 15 047 c acids L
researc report
h ed cis
rs2240 RBM5 | 3 50126 | 50126 | 1.99E- | 152 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
326 178 178 23 047 C acids L
researc report
h ed cis
rs2240 MSTIR | 3 49941 | 49941 | 6.65E- | 152 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
326 408 408 11 047 c acids L
researc report
h ed cis
rs2240 CRBN 3 32215 | 32215 | 1.46E- | 153 30203 | mQTL | Brain MIX 487 Nuclei | 2019 hg19 origina
326 76 76 31 047 C acids L
researc report
h ed
trans
rs2847 SELEN | 11 57752 | 57752 | 1.53E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
308 OH 101 101 11 358 Prefro neuros
ntal_C cience
ortex
rs2847 CTNN | 11 57585 | 57585 | 4.82E- | 144 30203 | mQTL | Brain MIX 501 Nuclei | 2019 hg19 origina
308 D1 705 705 14 047 c acids L
researc report
h ed cis




rs1177 MAD1 21433 | 21433 | 1.57E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
1283 L1 64 64 09 358 Prefro neuros

ntal_C cience

ortex
rs1177 MAD1 21537 | 21537 | 1.19E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
1283 L1 42 42 07 358 Prefro neuros

ntal_C cience

ortex
rs1177 MAD1 21537 | 21537 | 2.02E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
1283 L1 55 55 10 358 Prefro neuros

ntal_C cience

ortex
rs1177 MAD1 21093 | 21093 | 4.53E- | 124 28869 | mQTL | Brain- | EUR 468 Nature | 2017 hg19 NA
1283 L1 53 53 09 584 Prefro neuros

ntal_C cience

ortex
rs1177 MAD1 21094 | 21094 | 5.60E- | 124 28869 | mQTL | Brain- | EUR 468 Nature | 2017 hg19 NA
1283 L1 50 50 11 584 Prefro neuros

ntal_C cience

ortex
rs1177 MAD1 21145 | 21145 | 3.41E- | 124 28869 | mQTL | Brain- | EUR 468 Nature | 2017 hg19 NA
1283 L1 93 93 10 584 Prefro neuros

ntal_C cience

ortex
rs2073 WDR5 14006 | 14006 | 3.09E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
512 5 4108 4108 09 358 Prefro neuros

ntal_C cience

ortex
rs2073 WDR5 14006 | 14006 | 1.01E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
512 5 4131 4131 10 358 Prefro neuros

ntal_C cience

ortex




rs2073 DND1 |5 14007 | 14007 | 1.84E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
512 3166 3166 10 358 Prefro neuros
ntal_C cience
ortex
rs5616 NRXN | 2 51386 | 51386 | 6.75E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
3088 1 806 806 07 358 Prefro neuros
ntal_C cience
ortex
rs4792 NULL |17 43663 | 43663 | 2.62E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
849 208 208 10 357 neuros
cience
rs2838 NULL |6 31213 | 31213 | 1.36E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
0938 454 454 09 358 Prefro neuros
ntal_C cience
ortex
rs1972 NULL | 17 13755 | 13755 | 9.15E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
930 355 355 09 358 Prefro neuros
ntal_C cience
ortex
rs1697 NULL | 16 85983 | 85983 | 1.88E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
4049 617 617 08 358 Prefro neuros
ntal_C cience
ortex
rs7788 SDK1 7 33408 | 33408 | 3.21E- | 103 26619 | mQTL | Brain EUR 166 Nature | 2015 hg19 NA
052 60 60 12 357 neuros
cience
rs1107 SLCO3 | 15 94860 | 94860 | 2.67E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
4041 Al 545 545 10 358 Prefro neuros
ntal_C cience
ortex
rs1107 SLCO3 | 15 92661 | 92661 | 3.15E- | 124 28869 | mQTL | Brain- | EUR 468 Nature | 2017 hg19 NA
4041 Al 549 549 12 584 Prefro neuros
ntal_C cience

ortex




rs6122 TCEA2 | 20 62697 | 62697 | 2.04E- | 124 28869 | mQTL | Brain- | EUR 468 Nature | 2017 hg19 NA
049 566 566 10 584 Prefro neuros

ntal_C cience

ortex
rs7782 LRGUK | 7 13417 | 13417 | 7.26E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
175 5563 5563 17 358 Prefro neuros

ntal_C cience

ortex
rs6544 SLC8A | 2 40599 | 40599 | 2.26E- | 124 28869 | mQTL | Brain- | EUR 468 Nature | 2017 hg19 NA
333 1 006 006 10 584 Prefro neuros

ntal_C cience

ortex
rs3754 MAPRE | 2 27380 | 27380 | 2.64E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
733 3 368 368 09 358 Prefro neuros

ntal_C cience

ortex
rs3754 MAPRE | 2 27395 | 27395 | 1.51E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA
733 3 845 845 08 358 Prefro neuros

ntal_C cience

ortex
rs3754 MAPRE | 2 27249 | 27249 | 4.54E- | 124 28869 | mQTL | Brain- | EUR 468 Nature | 2017 hg19 NA
733 3 349 349 10 584 Prefro neuros

ntal_C cience

ortex
rs5578 AC069 |7 22818 | 22818 | 1.24E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA
9728 288.1 04 04 10 857 e
rs1412 FAM12 | 9 96213 | 96213 | 5.27E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA
049 0AOS 806 806 09 857 e
rs2887 ST7L 1 11306 | 11316 | 8.13E- | 46 30329 | sQTL Brain MIX 499 Nuclei | 2019 hgl19 NA
882 6136 3447 18 095 c acids

researc
h

rs2887 MOVl |1 11321 | 11324 | 6.26E- | 46 30329 | sQTL Brain MIX 499 Nuclei | 2019 hg19 NA
882 0 5763 3368 10 095 C acids




researc
h

rs2887 ST7L 1 11316 | 11316 | 9.27E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA
882 1766 1766 16 857 e
rs2887 NULL |1 11300 | 11300 | 1.12E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA
882 9163 9163 13 857 e
rs9871 RNF12 | 3 49726 | 49758 | 1.23E- | 51 30329 | sQTL Brain MIX 514 Nuclei | 2019 hg19 NA
654 3 971 962 18 095 c acids

researc

h
rs9871 CAMK | 3 49907 | 49907 | 1.46E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA
654 \% 336 336 13 857 e
rs9871 IP6K1 | 3 49823 | 49823 | 345E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA
654 960 960 08 857 e
rs2240 RBM6 | 3 49977 | 50137 | 2.35E- | 46 30329 | sQTL Brain MIX 499 Nuclei | 2019 hg19 NA
326 440 478 08 095 c acids

researc

h
rs2240 RBM6 |3 49977 | 50137 | 6.67E- | 51 30329 | sQTL Brain MIX 514 Nuclei | 2019 hg19 NA
326 440 478 17 095 c acids

researc

h
rs2847 MED19 | 11 57471 | 57479 | 9.07E- | 51 30329 | sQTL Brain MIX 514 Nuclei | 2019 hg19 NA
308 186 795 07 095 C acids

researc

h
rs1177 MAD1 |7 19123 | 19123 | 1.44E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA
1283 L1 92 92 07 857 e
rs1177 AC069 |7 22818 | 22818 | 9.53E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA
1283 288.1 04 04 07 857 e
rs1249 ZBTB2 | 3 11407 | 11407 | 2.89E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA
1672 0 0658 0658 07 857 e




rs1016 NULL | 12 11789 | 11789 | 3.75E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA
1037 0817 0817 07 857 e
rs6122 NULL | 20 62681 | 62681 | 2.76E- | 70 30545 | sQTL Brain MIX 1866 Scienc | 2018 hg19 NA
049 189 189 09 857 e
rs2073 cD14 |5 14001 | 14001 | 4.16E- | 13 30111 | pQTL | Blood | EUR 6861 Nature | 2018 hg19 NA
512 1313 3286 36 768 comm
unicati
ons
PCL- rsid Mappe | Trait_c | Trait_s | Trait_e | Pvalue | Source | PMID | xQTL | Tissue | Popula | Sampl | Journa | Year Genom | Descri | Title
total d_gene | hr tart nd id tion e size |1l e be
rs1755 SOX6 11 163578 | 163578 | 5.42E- | 104 266193 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA Mappin
2977 41 11 12 58 Prefron neuros g DNA
tal_Cor cience methyl
tex ation
across
develo
pment,
genoty
pe and
schizop
hrenia
in the
human
frontal
cortex
rs5478 SELEN | 11 57752 | 57752 | 1.53E- | 104 26619 | mQTL | Brain- | MIX 258 Nature | 2015 hg19 NA Mappi
91 OH 101 101 11 358 Prefro neuros ng
ntal_C cience DNA
ortex methyl
ation
across
develo
pment,

genoty




pe and
schizo
phreni
ain

the

human
frontal
cortex
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11

57585
705
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14

144

30203 | mQTL | Brain
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MIX
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Nuclei
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2019
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L
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ed cis
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system
aticall
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evalua
te the
effects
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geneti
d
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methyl
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human
cancer

rs5600
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NULL

17

25

436626

25
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4.14E- | 103
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57

Brain
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Nature
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2015

hg19
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NULL
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Brain
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Nature
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NULL
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Brain

EUR

166

Nature
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50580

NULL
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79

436635
79

2.83E-
38

103

266193
57
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Brain
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Nature
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hg19

NA
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loci

rs4788
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MIF4G

17
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757558
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5.81E-
09

104
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mQTL

Brain-
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MIX

258

Nature
neuros
cience

2015

hg19
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methyl
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in the
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Table 2: Colocalization analysis for genes that were significant for brain-tissue TWAS of PCL-total

The colocalization analysis using coloc R package was performed to obtain shared causal loci posterior probability of H4 hypothesis (i.e. both traits -PCL-17 and tissue specific QTLs are associated
and share a single causal variant). The table shows the H4 probability for 13 brain tissues from the GTEx v8. The genes that were not found in the tissue are greyed.

Nucleus Spinal
Anterior Caudate Frontal accumbens Putamen cord
cingulate basal Cerebellar Cortex basal basal cervical c- Substantia
Amygdala cortex BA24 ganglia Hemisphere  Cerebellum  Cortex BA9 Hippocampus Hypothalamus ganglia ganglia 1 nigra
AMT 17% 0% 0% 0% 0% 0% 0% 0% 3% 0%
RNF123 90% 89% 51% 92% 92% 91% 87% 55% 90% 92%
FAM212A 5% 7% 10% 92% 92% 10% 8% 12% 6% 47% 10% 5% 7%
MSTIR 8% 70% 91% 79% 74% 84% 37% 27% 44% 70%
RBM6 56% 76% 76% 72% 63% 64% 73% 66% 67% 64% Colocalization
FMNL1 8% 5% 6% 68% 71% 5% 11% 6% 8% 8% probability (H4)
ARHGAP27 5% 7% 72% 64% 77% 89% 26% 10% 17% 70% °
PLEKHM1 89% 89% 90% 67% 70% 91% 88% 72% 56% 90%
RP11-798G7.8 28% 35% 10% 64% 71% 54% 19% 15% 9% 6% 21% 6% 7%
RP11-798G7.6 7% 8% 5% 1% 37% 17% 7% 11% 6% 15% 6% 6% ®
LRRC37A4P 69% 70% 70% 70% 70% 70% 70% 70% 70% 70%
DND1P1 70% 69% 69% 60% 70% 70% 66% 70% 70% 70% 70% 68% 68%
RP11- 50
7070235 70% 70% 69% 69% 70% 70% 69% 70% 70% 71% 70% 69% 69%
CRHR1-IT1 69% 69% 70% 74% 76% 69% 70% 70% 70% 70%
CRHR1 17% 5% 51% 9% 6% 24% 35% 85% 10% 62% 75
SPPL2C 5% 11% 9% 62% 66% 39% 81% 6% 7% 8%
MAPT 7% 11% 35% 16% 51% 6% 13% 9% 6% 5%
RP11-259G18.2 40% 33% 5% 65% 66% 69% 20% 24% 6% 9% 47% 56% 67% 100
RP11-259G18.3 26% 5% 50% 43% 70% 28% 6% 6% 13% 9% 40% 43% 12%
RP11-259G18.1 69% 42% 65% 70% 70% 74% 60% 64% 48% 68% 54% 34% 58%
LRRC37A2 96% 98% 98% 97% 98% 96% 96% 98% 97% 98%
ARL17A 96% 93% 96% 96% 97% 97% 97% 97% 94% 97%
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