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The axis labels state the marker and fluorochrome used (e.g. CD4-FITC).

The axis scales are clearly visible. Include numbers along axes only for bottom left plot of group (a 'group' is an analysis of identical markers).

All plots are contour plots with outliers or pseudocolor plots.

A numerical value for number of cells or percentage (with statistics) is provided.

No formal power calculations were performed.

Many of these protocols needed development and optimising. Data generated during this process have not been included. However, the
phenomena that we report were observed, often to a lesser extent during these optimisations, which also increase our confidence in the data.

The number of samples analysed for each lectin in the initial survey (Fig. 1) are </=7. However, the important conclusions from Figure 1 were
corroborated by analysing over 100 clinical samples (Fig. 2 and Extended Data Fig. 3).

The number of individual experiments in each group in Fig 2f are 4-7. However, the data generated using oxidized HbAA RBC in essentially the
same experiments are greater (Fig. 3k-n) and corroborate our conclusions.

For the experiments performed with P. falciparum, several optimisation runs The number of experiments in the malaria section were
originally 5, and reached 'significance', but were extended to 10 to increase statistical confidence.

N/A

Clinical samples were analysed blindly before the resultant data were correlated with RBC phenotypes. Otherwise formal blinding was not
employed in the project.

All antibodies are listed in the methods, with suppliers and codes.

Describe the validation of each primary antibody for the species and application, noting any validation statements on the 
manufacturer’s website, relevant citations, antibody profiles in online databases, or data provided in the manuscript.




