Supplementary Data 6. Clustal Omega multiple sequence alignment of Mec1, ATR, ATM, and
Tell.

FASTA sequences of Mec1, ATR, ATM, and Tel1(Fig S1A) were used as input for Clustal Omega
alignment program (https://www.ebi.ac.uk/Tools/msa/clustalo/) (Supplementary Methods). The 15
Mecl residues and the nature of mutations examined in current study are shown in red (Figure 5a).
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