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Phylum
Acidobacteria
Actinobacteria
Aquificae
Bacteroidetes
Candidatus Melainabacteria
Chlorobi
Chloroflexi
Cloacimonadota
Cyanobacteria
Deferribacteres
Desulfobacterota
Dictyoglomi

Fibrobacteres

Firmicutes
Fusobacteria
Ignavibacteriae
Planctomycetes
Proteobacteria
Spirochaetes
Synergistetes
Tenericutes
Thermoplasmatota
Thermotogae
Unclassified
Unknown

Verrucomicrobia
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Supplementary figure 4
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Supplementary figure 5
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Supplementary figure 6
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Viral Families
Ackermannviridae
Autographiviridae
Chaseviridae
Corticoviridae
Cystoviridae
Demerecviridae
Drexlerviridae
Herelleviridae
Inoviridae
Leviviridae
Lightbulbvirus
Microviridae
Myoviridae
Plasmaviridae
Podoviridae

Siphoviridae
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