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Supplementary figure 3 Primase
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Supplementary figure 6
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on
as
vi
ru
s K
PP
25
:K
oc
hit
ak
as
uv
iru
s :
Po
do
v ir
i d
ae

K
Y 0
65
47
9:
S t
re
pt
oc
oc
cu
s
ph
a g
e
I P
P
39
: U
nc
l a
ss
i fi e
d:
S
ip
h o
vi
r id
ae

KX827368:Staphylococcus phage SpT5:Phietav irus:Siphoviridae

KY06
5478

:Strep
tococ

cus p
hage

IPP3
8:Un

class
ified:

S iph
ovirid

ae

KX
98
22
6 0
: A
lte
ro
m
on
as
ph
ag
e
PB
15
:U
nc
las
si
fie
d:
Si
p h
ov
ir i
da
e

KR905067:Lactobacil lus phage CL2:Unclassified:S
iphoviridae

HG79
9490:

Strept
ococ

cus p
hage I

C1 ;Un
classi

fied ;S
iphovi

ridae

KY0
654

74:S
trep

toco
ccu
s ph

age
IPP
34:U

ncla
ssifi

ed:S
ipho

vir id
ae

MN128593:Lis
teria phage LP

-031:Homburgv
irus:Siphovirida

e

JN
70
05
20:
Sta
phy
loc
oc
cus
pha
ge
StB
12:
Un
c la
ssi
fied
:S ip

ho
vir
ida
e

MH618488:Enterococcus phage vB_E
faS_HEf13:Saphexavirus:Siphovirida

e

LR595864

M
K9 07 24 6:E

sc he rich ia
ph ag e

v B_ E
c oS -20 06 IV

:R
t pv irus :D

rex ler vir ida
e

JX871397:Enterobacteria phage phi80:Ravinvi rus:Siphoviridae

M
F1
5 8
03
8:
Sh
ig
e ll
a
ph
ag
e
Sf
11
SM
D
-2
01
7:U
nc
la s
sif
ied
:S
ip
ho
vir
ida
e

FR67
140

5:S tre
ptoco

ccus
phag

e V22
;Uncl

assifi
ed;Un

class
ified

JX
40
39
4 0
:A
ci
ne
t o
ba
ct
er
vi
ru
s
B
12
5 1
:V
ie
uv
i ru
s:
Si
ph
ov
i ri
da
e

KU
98
10
50
:W
eis
se
lla
pha
ge
WC
P3
0:U
nc
l as
si f
ied
:Si
ph
ov
irid
ae

AM
49
14
72
:S
a l
m o
ne
lla
ph
ag
e
Vi
I I-
E 1
;R
ou
fv
ir u
s;S
ip
ho
vir
id
ae

K
Y0
65
50
1 :
St
re
pt
oc
oc
c u
s
p h
a g
e
IP
P6
5 :
Un
cla
ss
if i
ed
:S
ip
h o
v i
ri d
a e

MG5924
90:Vibrio

phage 1.1
16.O._10

N.222.52
.C10;Un

classified
;Unclassi

fied

M
K6
8 5
6 6
7:
K
l e
bs
ie
ll a
p h
a g
e
v B
_ K
pn
M
_I
M
E3
4 6
:J
e d
u n
a v
iru
s:
M
yo
vi
rid
ae

MG592395:Vibrio phage 1.009.O._10N.261.51.C9;Unclassif ied;Unclassified

AP019560:Staphy lococcus phage SP120:Phietavirus:Siphoviridae

MK4
488
73:S

trep
toco

ccu
s ph

age
Jav
an2
02:U

ncla
ssif
ied:
Siph

ovir
idae

MN
51
64
21
:A
ci n
et
ob
ac
te
r p
ha
ge
Bp
hi-
R2
91
9:
Ob
ole
ns
kv
iru
s:M
yo
vir
i da
e

AY
23
67
56:
La
cto
ba
ci ll
us
vi ru
s p
h iJ
L1
:Co
etz
ee
v iru
s :S
iph
ovi
rid
ae

LR597644

K
J 0
02
0 5
4:
Sh
e
w
an
el
l a
v i
ru
s
Sp
p 0
0 1
: Y
u s
ha
nv
i ru
s :
C
ha
se
v ir
id
a
e

MH051911:Enterobacteria phage
vB_EcoS_IME18:Tunav irus:Drex lerviridae

AP014887:Vibrio phage CKB-S1;Unclassified;Myoviridae

LN681
541:Clo

str idium
phage

phiMM
P01;L

ubbock
virus;M

yoviri
dae

EU
887664 :Bac il lus

v irus
TP 21:Lwo

ffvi ru s:Siphov iridae

M
G
0 501 72:E sche r ich ia

vi rus
D
TL: Lo

udo nvi rus: D
re xle rviri dae

KX
11
92
04
:H
eli
co
b a
ct
e r
p h
ag
e
Sw
57
7G
:S
ch
m
idv
iru
s:
Po
do
vir
ida
e

M
G
59
26
12
:V
ib
rio
p h
ag
e
1.
2 4
7 .
A.
_1
0N
.2
6 1
.5
4.
E
1 2
;U
nc
la
s s
if i
ed
;U
n c
la
ss
ifi
e d

M
K 90725

9: Escheric hia
phag e

vB
_E
c oS

-26
04 6IV

:R
tpv
irus:D

re xle
rvirida e

MH688453:Klebsiella virus TSK1:Webervirus:Drexlerviridae

MG592414:Vibrio phage 1.030.O._10N.222.55.F9;Unclassified;Unclass if ied

M
G5
92
54
5:V
ibr
i o
ph
ag
e 1
.1
78
.O
. _
10
N .
28
6. 4
5.
E1
2;
U n
cla
ss
ifie
d ;U
nc
la
ss
if ie
d

KY979241:Flavobacterium phage V165:Fic leduov irus:Myovir idae

M
K907226:Es ch eric hia

pha ge
vB
_Ec oS-1 22 10I :Rt pv i ru s :D

r ex l er v ir id ae

M
K4
48
88
7:
St
re
pt
oc
oc
cu
s
ph
ag
e
Ja
va
n2
58
: U
nc
la
ss
i fi
ed
: S
ip
ho
v ir
id
a
e

JF501022:Klebsiel la v irus KP36:Webervir us:Drexlerviridae

KF
771238: Escheri chia

vir u
s
AH
S24: R

ogunavir us:D
rexl ervi ri dae

M
K
448665:S

t rept ococcu s
phage

Javan1:U ncl assi fi ed:Si phov i ri dae

M
K
90 725 3:E

s che
r ichia

pha g
e
v B_E

coS -260 20II I:R
tp viru s:D

re xler virid ae

KY0
65451

:Strep
tococ

cus p
hage

IPP9:U
nclas

sified:
Sipho

virida
e

LN
8
89
99
2 :
Ps
eu
do
m
on
as
ph
ag
e
15
b ;
U n
c la
ss
if i
e d
;M
y o
v i r
id
ae

MH633485:Klebs iella virus NJS2:Weberv irus :Drexlerviridae

M
K
90 7254 :E

sc heric hia
p hag e

vB
_E
co S

-26 020I V:R
t pviru s:D

re xlerv irida e

MH299806:Liste
ria phage LP-KV02

2:Homburgvirus:Si
phovir idae

KT94599 4: E
nte roc occu s

p ha g
e
vB_E

f a S
_I M

E
19 7:U

n c la ss i fie d:S
i pho v ir ida e

K
R905066:Lactobacil lus phage CL1: Unclassif ied:S iphoviridae

KJ
15
95
66
:G
eo
ba
cill
us
ph
ag
e
GB
K2
:U
nc
las
sif
ied
:S
iph
ov
irid
ae

MN176229 :Baci llu s phage
055SW001:Saundersvirus:Siphoviri dae

MK510986:Pseudomonas phage vB_Pae_BR213a;Unclassified;Unclassified

AY459533:Lactobacillus prophage Lj928:Unclass if ied:Siphoviridae

MN176226:Bacil lus phage 035J T001:Sau ndersvirus :Sipho viridae

M
N
85 0596:E

s cherich ia
phage

tonn:U
ncla ssi f ied:D

rex le rvi ri dae

KX
11
91
88
:H
el i
co
ba
ct
er
ph
ag
e
Fr
B 4
1M
:S
ch
m
id
vir
us
:P
od
ov
ir i
da
e

M
K
90
72
72
:E
sc
he
ric
hi
a
ph
ag
e
vB
_E
co
S-
28
62
I:R
tp
vi
ru
s:
D
re
xl
er
vi
rid
ae

MK
51
10
10
:Ps
eu
do
mo
na
s p
ha
ge
vB
_P
ae
_C
F1
77
c;U
ncl
as
si fi
ed
;U
nc
las
si fi
ed

KX
16
02
16
:La
cto
co
cc
us
ph
ag
e 9
82
02
:U
nc
las
sifi
ed
:Si
ph
ov
i rid
a e

M
N604 23

0:Bac il l us
p ha ge

vB_B
c M
_Sam

11 2:U
n cl as si fi e d:M

yo vi ri da e

M
H051912:Enterobacteria phage

vB_EcoS _IME167:Tunavirus :Drexl ervi ridae

KY657202 :Salmonell a phage GJL01:Tlsvirus:Drexlervi ridae

HE
80
62
80
:A
ci n
eto
ba
cte
r p
ha
ge
AP
22
;O
bo
len
sk
v ir
us
;M
yo
vi r
i da
e

HQ317392:Cellul
ophaga phage ph

iSM;Unclassifie
d;Myoviridae

M
K90

7 2 31 :Es c he r ich i a
ph a g

e
vB_ E

co S
-1 2 3 97 IV: R

t p vir u s: D
re xl er vi ri da e

A
B82 38 18:The rm

u s
ph a ge

p h iOH
2 ;U

nc la ss if ied ;U
nc lass ifi ed

M
K
44
88
98
: S
tr e
pt
oc
oc
c u
s
ph
ag
e
Ja
va
n2
84
: U
nc
l a
s s
i fi
ed
: S
ip
ho
v ir
id
ae

KY0924 80:Stre ptom
yces virus Pi card:Picardvirus:Siph ovi ridae

MK448852:Streptococcus phage Javan140:Unclassif ied:Siphoviridae

MG83
5858 :

Klebsi
ella ph

age K
PN N9

8:Unc
lassifie

d:Siph
ovirid

ae

M
K
4489 40:S

tr eptoco ccus
phage

Javan 444:U
n
clas sified:S

iphov iridae

JX
56
05
21
:A
cin
eto
ba
ct e
r p
ha
ge
ph
iAC
-1
:U
nc
las
sif
ied
:M
yo
vir
ida
e

G
Q
4 43 085 :C

lo
str idiu m

p h
a ge

p hiC
P
2 6F: U

n clas sifi ed:S iph o
v irida e

KT898133 :Aeromonas phage phiARM81ld:Unclassified:Myoviridae

JX
87
90
8 7
:S
tr e
p t
oc
o c
c u
s
p h
ag
e
p h
iN
J 2
: U
nc
la
s s
ifi
ed
:S
i p
ho
v i
ri d
a e

M
K
211 557: S

t ap
hyl ococcu s

ph age
H
en u

2: P
hi eta vir us: Si phovi ri dae

KU
599882:Flavobacter ium

ph age
Fpv7:Unclassified:Siphovirid

ae

KY06
5473

:Strep
tococ

cus p
hage

IPP32
:Uncl

assifi
ed:Si

phovi
ridae

M
K
9072

60: E
scherich ia

phage
v B_EcoS-2

6046V:R
tp virus:D

rex lerviridae

FQ
48
20
85
:E
r w
in
ia
ph
ag
e
ph
iE
t8
8;
U
nc
la
ss
if i
ed
;M
yo
vi
ri
da
e

k14
91
764
85
5

M
G
0656 63:Cam

py lo bact er p hag e
A134 :Unclassifie d:Dre xlerv ir idae

M
G
5 9
25
8 2
: V
ib
rio
p h
a g
e
1 .
2 1
1 .
B
._
1 0
N
. 2
2 2
.5
2.
F1
1 ;
U
n c
la
ss
if i
e d
; U
nc
la
s s
if i
e d

DQ517338:Staphylococcus virus 80alpha;Phietavirus;Siphoviridae

JQ246028:C
lostridium p

hage phi807
4-B1:Uncla

ssified:S ipho
viridae

MK
80
48
91
:A
e r
om
on
as
ph
ag
e
2_
D 0
5:
Un
cl
as
s if
ied
:M
yo
vir
ida
e

M
H3
21
49
3:
Sa
lm
on
e ll
a
p h
ag
e
Sk
at e
:U
n c
la
s s
ifie
d :S
iph
ov
ir i
da
e

AF
10
98
74
:La
cto
co
ccu
s p
ha
ge
Tu
c2
00
9:
Un
cla
ss
i fi e
d:S
iph
ov
i rid
ae

KJ545483:Vibrio phage phi 2:Unclassif ied:Myoviridae

M
K
4 4
8 9
27
:S
tr
ep
to
co
cc
u s
p h
ag
e
Ja
va
n 3
9 4
:U
nc
la
ss
ifi
ed
:S
ip
ho
vi r
id
ae

KX
879
64
1:S
tre
pto
coc
cus
ph
ag
e C
HP
C5
77:
Un
cla
ssi
fie
d:S
iph
ov
irid
ae

MK305888:Strep tomyces virus Austintatious:Austin tatiousvi ru s:Sipho viridae

MG5925
58:Vibri

o phage
1.189.C.

_10N.28
6.51.B5;U

nclassif
ied;Uncla

ssified

AF
34
94
57
:La
cto
coc
cus
ph
ag
e u
l36
:U
ncl
as
si fi
ed
:Si
ph
ovi
rida
e

MK
44
86
72
:S
tre
pto
co
cc
us
ph
ag
e J
av
an
11
7:U
nc
las
s if
ied
:S
i ph
ov
i ri d
ae

KY06
5477

:Stre
ptoco

ccus
phag

e IPP
37;Un

clas
sified

;S iph
ovirid

ae

M
G
59
2 4
2 2
:V
ib
rio
ph
ag
e
1.
0 3
8.
O
._
10
N
.2
8 6
.5
1.
C
2;
U
nc
la
ss
i fi
ed
;U
n c
la
s s
ifi
ed

GU936715:Synechococcus phage S-CBS3:Unclassif ied:Siphoviridae

KT970646:Bac illusphage phiS58:Unc lass ified:Siphoviridae

M
H1
91
39
8:
E
rw
in
ia
vir
us
Fa
un
us
:F
au
nu
sv
ir u
s:
C
ha
se
v i
ri d
ae

KU927500
:Salmonella

phage 118
970_sal1:Ch

ivirus:Sipho
vir idae

M
H8
9 2
3 7
3 :
S
tre
p t
oc
oc
c u
s
ph
a g
e
S
W
27
:U
nc
la
ss
ifi
e d
: S
i p
h o
v i
ri d
a e

MF415
410:Kl

ebsie l
la pha

ge KP
N N13

7:Unc
lassifi

ed:Sip
hovirid

ae

MG592451:Vibrio phage 1.075.O._10N.286.55.B10;Unclassif ied;Unclassified

KY
86
0 9
35
:S
alm
on
e ll
a
p h
ag
e
LP
ST
10
:U
nc
la
ss
ifie
d :S
iph
ov
irid
ae

KT3
2131

6:Ac
hrom

oba c
ter p

hage
phiA

xp -2
:Unc

lassi
fied:

S iph
ovirid

ae

KM873719:Flavobacterium virus FCL2:Fic leduo
virus:Myoviridae

KX827370:Staphylococcus phage SpT252:Phietavirus:Siphoviridae

AB161975 :Wolbach ia phage WOcauB1;Unclassified;Unclassified

M
N850607:Escherichia

phage
egaa:Hanrivervir us:D rexlerviridae

KY
70
5 2
5 4
:S
tr
ep
to
c o
c c
u s
p h
a g
e
P
00
94
:U
nc
la
ss
ifi
e d
:S
ip
ho
vi
rid
ae

KY
653
116
:St
ap
hyl
oc
occ
us
pha
ge
IME
13
18_
01:
Un
cla
ssi
fie
d:S
iph
ovi
rida
e

LR595863

M
K 44889 2:S

tr eptoc occus
pha ge

Ja van26 8:U
n
classi fied:S

iphov iridae

KJ
09
4 0
22
:L
is
te
r ia
ph
ag
e
LP
-0
30
-3
: U
nc
la
ss
ifi
ed
:S
ip
ho
v i
rid
ae

KR
1 3
1 7
1 1
: F
us
ob
a c
te
riu
m
ph
ag
e
Fu
n u
2 ;
U
nc
la
ss
i fie
d;
U
n c
l a
s s
i fi
ed

M
K4
48
86
1:
S
tr e
pt
oc
oc
cu
s
ph
ag
e
Ja
va
n 1
74
: U
nc
la
ss
if ie
d:
Si
ph
ov
iri
da
e

K J0 94
027 :L iste ria

p ha ge
LP
-0 83- 1;U

n cla ssi fie d;U
n
c las sif ied

KY979246:Flavobacterium phage VK52:Ficleduovirus:Myovir idae

JQ779024:Staphylococcus phage TEM123:Phietavirus:Siphoviridae

KY979238:Flavobacterium phage FCV-20:Ficleduovirus:My
oviridae

KR2966
91:Salmo

nella phag
e 37:Ch

ivirus:Sip
hoviridae

MH102284:Sa lmone lla phage vB_SenS_PHB07:Tlsvi rus:Drexle rviridae

M
G06 5687:Cam

py lo bac ter phage A13 6:Un classifie d:Dr exlervirid ae

MK972831

M
K4
4 3
2 6
6 :
Ps
eu
do
m
o n
a s
ph
ag
e
R
SP
:U
nc
la
ss
if i
ed
:S
i p
h o
v i
rid
a e

MK448683 :Streptococcus phage Ja van1 49:Unclassif ied: Si phoviridae

MK
448

673
:Str
ept
oco
ccu
s ph

age
Jav
an1
19:
Unc

lass
ifie
d:S
ipho

viri
dae

KF
18
84
09
:L
ac
to
ba
cil
lu
s
ph
ag
e
ph
iJ
B:
Un
cl
as
sif
ie
d:
S
ip
ho
vi
rid
ae

AY
9 54967: S

t aphyl ococcu
s
virus

92:P
hie tavi ru s:S

i phovi ri dae

LC516895

MG592467:Vibrio phage 1.093 .O._10N.286.55.E10;Unclassif ied;Unclassified

M
N8
71
49
0 :
Sa
lm
on
e l
la
ph
ag
e
SE
zh
_1
:U
nc
la s
si
fie
d :
Si
ph
o v
iri
da
e

JN
02
25
34
:X
a n
th
om
on
as
ph
ag
e
vB
_X
ve
M
_ D
IB
B
I:U
nc
l a
ss
ifi
e d
:M
yo
vi
rid
a e

KU
31
09
43
:P
se
u d
om
on
as
ph
a g
eY
MC
11
/07
/P
54
_P
AE
_B
P:U
nc
las
sif
ied
:S
i ph
ov
irid
ae

KP0
6311

8:Pro
teus p

hage
pPM

_01:C
hiviru

s:Sip
hoviri

dae

MK
448

705
:Str
epto

coc
cus

pha
ge J

ava
n21

5:U
nc
lass

ified
:Sip

hov
irida

e

M
K
9 07

257 :E
sch erichia

phage
vB_E coS-2

6046II :Rtpvir us:D
re xlervir idae

KY
06
54
57
:St
rep
to
co
ccu
s p
ha
ge
IP
P1
6:U
nc
las
sif
ie
d:S
ip h
ov
irid
ae

AP019561:Staphylococcus phage SP197:Phietavirus:S iphoviridae

M
K4 4871 5:S

tr epto coccu s
ph age

J avan 247: U
n
cl assifi ed:S

i phov iridae

M
G784342:Bacillus

phage
C
armen17: Unc lassif ied :Siphovir ida e

MF614627:Sin
orhizobium phag

e phi2LM21:Unc
lassified:Siphovir

idae

JQ086371:Enterobacter ia phage HK225:Ravinvirus:Siphoviridae

M
H845412:Cronobac ter p hage

CS01:Unclass ified:D rexle rv iridae

M
G
59
25
67
:V
ib
rio
ph
ag
e
1.
19
8.
A.
_ 1
0N
.2
86
.5
4.
F4
;U
nc
la
ss
ifie
d;
Un
c l
as
s if
ie
d

AY 954 9
62:S

t aph yloc occus
vi rus

71 :P
hie ta virus: S

i phov ir ida e

AB2
852

04
:Ent

ero
bac
teria

pha
ge c

dtI;U
ncla

ssifi
ed;S

ipho
viri
dae

KT3
3734

0:St
repto

cocc
us p

hage
phiA

RI00
31:U

ncla
ssif
ied:S

iph o
virid

ae

MN783016:Klebsiella phage KP1801:Weberv irus:Drex lerviridae

MK
044829:Str ep tococcu s

phage
109751 :Unc lassif ied: Sipho viridae

AY9
549
53:
Sta
ph
ylo
coc
cus

viru
s 8
5:P
hie
tav
irus
:Sip
hov
irid
ae

LR597650

M
K
449005: S

tr ep toc occu s
phage

Javan74:U
n
c lass if ied:S

i phovi ridae

HM480106:Synecho coccus phage S-CBS1:Unclassified:Siphoviridae

MK448866:Streptococcus phage Javan184:Unclassified :Siphoviridae

AY
85
53
46
:C
l os
t ri
di u
m
vir
us
ph
iC
D1
19
:L
ub
bo
ck
vi r
us
:M
yo
vir
ida
e

KX
11
9 2
05
:H
eli
co
ba
ct
e r
ph
ag
e
De
M
53
M
:S
ch
m
idv
i ru
s:P
od
ov
irid
a e

KU
678
38
9:S
tre
pto
co
ccu
s v
iru
s 9
87
1:U
ncl
as
si fi
ed
:Si
ph
ovi
rida
e

KX
11
91
82
:H
el
ico
ba
ct
er
ph
ag
e
Is
3 1
80
G
;U
nc
la
ss
ifie
d ;
U
n c
la
ss
ifie
d

JX
40
39
39
:Ps
eu
d o
mo
n a
s
ph
ag
e Y
MC
/01
/01
/P
52
_P
AE
_B
P:
Un
cla
ss
if ie
d:
Si p
ho
vir
ida
e

KY092481:Streptomyces viru s PapayaSalad:Au stin tatiousvi rus:Siph ovirida e

MT023084:Citro bacter ph age IME-JL8:Sertoctavirus:Drexlerviridae

M
K7
59
85
4:
S h
ig
el
la
ph
a g
e
D
S8
:U
nc
la
ss
ifie
d:
S i
ph
ov
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Q
831957

: St aphylococcus
vir us

CN
P H
82: Ph

i etavi ru s:S
i phovi ri dae

M
K9 0722 7:E

sc her ic hia
ph age

vB_E
c oS

-12 210
I II :Rtpv ir u s: D

rex lerv i rid
a e

LR597635

KU194206:Esc herichia virusJMPW
1:Tunavirus:Drexle rviridae

KY
74
42
40
:W
eis
se
lla
ph
ag
e P
Wc
:Un
cla
ss
i fi e
d:S
iph
ovi
r id
ae

KC139513:Salmonel la virus SP126;Tlsvirus;Siphoviridae

MF9
599

98:M
arin
oba

cter
pha
ge P

S6:
Unc

lass
ifie
d:Si
pho
virid

ae

MN871443:Enterococcus phage EfsWh_1:Sap
hexavirus:Siphoviridae

KY619305:Escher ichia phage vB_E coS_E SCO41:Unc lassifi ed:Dr exlerv iridae

KY065
486 :S

treptoc
occus

phage
IPP4

6:Unc
lassifie

d:Siph
ovir ida

e

MK510990:Pseudomonas phage vB_Pae_BR133a;Unclassified;Unclassified

M
G
96
94
27
:A
no
x y
ba
c i
l l u
s
ph
ag
eA
40
3 :
U
nc
la
ss
ifi e
d :
Si
p h
ov
iri
da
e

M
G
06568 1:Cam

pylobacter phage
A139:U

nclassified:Drexlervirida e

KY620117:S
almonella p

hage BSPM4
:Chivirus:Sip

hoviridae

KC821630:Cellulopha
ga phage phi3:1:Uncla

ssified:Myoviridae

KP
13
74
39
:M
an
nh
ei
m
ia
ph
ag
e v
B_
M
hS
_3
92
7A
P1
:U
nc
las
sif
ied
:S
iph
ov
irid
ae

KY092483 :Streptomyce s ph age Bioscum:Unclassified:Siphovir idae

KY092484 :S tre ptomyces viru s Rale igh:Ralei ghvirus:Si phovirida e

MG
57
54
21
:P
ro
te
us
ph
ag
e
vB
_P
mi
P_
RS
51
pm
B:
U n
cla
ss
if ie
d:
M
yo
v ir
id a
e

M
N
85
05
94
:E
sc
he
ri c
hi
a
p h
ag
e
f lo
pp
er
:U
nc
la
ss
if i
ed
: M
yo
vi
ri d
a
e

AY
77
27
40
:L
is
ton
e l
la
ph
ag
e
ph
iH
SI
C:
U n
cl
as
sif
ie
d:S
iph
ov
irid
ae

M
K448 86 2:Stre pto coccu s

ph age
Jav an178:U

nclass if ied:Sip hovir idae

JF
9 7
42
94
:A
er
om
on
as
ph
ag
e
pI
S4
-A
;R
ou
fv
iru
s;
Si
ph
o v
ir i
da
e

M
H8
09
53
2:
Bu
rk
ho
ld
er
ia
ph
ag
e
ph
iE
13
1:
Un
cl
as
si
fie
d:
M
yo
vir
ida
e

MK658834

KT
151 95 8:Bre

vi ba ci ll us
v iru s

O
si ris: Ji m

m
e rvi rus:M

y ovi rid ae

KJ094020:Lis
teria virus LP

26:Homburgv
irus :Siphoviri

dae

M
K 37

2342:En t er obac t e ria
p
hage

v B_EcoS
_ IM

E 542
: U
ncl ass if ie

d:D
rex lerv i rid a e

M
N
85064 0:Escherichia

phage
her ni:Hanr iver vir us:Dr exler vir idae

M
K4
4 8
98
2:
S
tre
pt
oc
oc
cu
s
ph
a g
e
Ja
v a
n5
54
:U
n
cl
as
si
fie
d:
S
ip
h o
vi
rid
a e

JQ1
827
34:E

nte
roba

cte
ria
pha
ge m

Ep0
43
c-1:
Unc

lass
ified

:Sip
hov
ir ida

e

MH
179
471
:Ae
rom
ona
s ph

age
14A

hyd
R10

PP:
Unc

lass
ified

:My
ovir
ida
e

MF428481:Staphylococcus phage SN8:Phietavirus:Siphoviridae

KJ920400:Bacill us phage W
aukesha92:Unc lassif ied:S

iphoviridae

KY
70
52
52
: S
tr e
p t
oc
oc
cu
s
p h
a g
e
P0
09
2:
U
n c
la
ss
i fi
e d
:S
ip
h o
v i
rid
ae

JQ1
827

28:E
nter

oba
cter
ia p

hag
e m
Ep4

60:U
ncl
ass
ified

:Sip
hov

ir ida
e

JX
48
60
87
:La
cto
ba
cil l
us
v iru
sA
TC
C8
01
4:C
oe
tze
evi
rus
:Si
pho
v ir
ida
e

MK
448
945

:Str
epto

coc
cus

pha
ge
Jav
an4

54:U
ncla

ssif
ied
:Sip

hov
irid
ae

MK931444:Klebsiella phage Skenny:Weberv irus:Drexlerviridae

MK510992:Pseudomonas phage vB_Pae_BR144a;Unclassified;Unclassified

M
K9072

62:E scherichia
phage

vB
_E
coS

-26047 II:R
tpvirus:D

rex lerviridae

MH633487:Klebsiella virus NJR15:Webervirus:Drexlerviridae

KX015770:Salmone lla phage phSE-2:Tlsvi rus:Drexlervi ridae

JF77
0475: E

scher i chia
vir us

Eb4 9:R
oguna vir us:D

rexlervi ri dae

KT3
373

54:S
trep

toco
ccus

pha
ge p

hiA
RI0
462

:Unc
lass

ified
:Sip
hov
irida

e

HQ
63
28
60
:V
ib
rio
ph
ag
e
jen
ny
12
G5
;U
nc
la
ss
i fie
d;S
iph
ov
ir id
ae

M
K91 1

75 0:S
t rep toc occ u s

ph a
ge
P7 38 :U

nc las si fie d:Si pho v ir idae

M
K8
13
94
0:
A
er
om
on
as
ph
ag
e
4_
L3
72
X:
U
nc
la
ss
ifi
ed
:S
iph
ov
iri
da
e

M
K3
2 7
14
0 :
Kl
e b
sie
lla
ph
ag
e
YX
39
7 3
:U
nc
las
sif
ied
:S
ip h
ov
irid
ae

M
K4489 58:Stre ptoco ccus p hage

Javan 486: Unclassified :Sip hovirid ae

M
F3
70
96
5 :
P s
eu
d o
al
te
ro
m
o n
as
ph
a g
e
SL
25
: U
n c
la
ss
if ie
d:
Si
ph
ov
i r i
da
e

M
K
9 072

58 :E
scher ichia

ph age
vB _EcoS -26046I II:Rtpvi rus:D

re xlervirid ae

M
G0 65636:C

am
pylobacter phage

A
16a:U

nclass i fied:D
rexlerv i ridae

M
G
59
26
1 3
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ib
rio
p h
a g
e
1.
2 4
7 .
B
._
1 0
N .
2 6
1 .
54
.E
12
;U
n c
l a
ss
ifi
ed
; U
n c
la
ss
ifi
e d

M
G
0656 80:Cam

pyloba ct er pha ge
A113: Un classified: Dr exlerviridae

M
K448 960:Str eptococcus

phage
Javan 492:U

ncla ssified:S iphoviridae

M
G
59
25
49
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i b
r io
p h
a g
e
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1 8
3 .
O
._
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N
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8
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U
n c
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s s
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e d
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n c
l a
s s
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K J
81
78
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:A
ci n
eto
ba
cte
r v
iru
s A
bC
62
:O
bo
len
sk
vir
us
:M
yo
vir
ida
e

KP399677:L iste ria
phage vB_LmoS_188:U nclass ified:Siphovir idae

MK241539:Alteromonas phag e P24:Unclassified :Siphoviridae

KX196154:Shewanella phage SFCi1:Unclassified:Myoviridae

KT33
7353

:Stre
ptoc

occu
s p h

age
phiA

RI0 4
60-2

;Unc
la ssi

fied;S
ipho

virida
e

M
K9
07
27
6:
E
s c
he
ric
hi
a
ph
ag
e
v B
_E
co
S-
28
62
V:
R
tp
vi
ru
s:
D
re
xl
er
vi
ri d
ae

M
N
8506

13:Es cheric hia
phage

tonn ikala:Unc lass i fied:D rex lerv iridae

MK
448
775
:Str
epto

coc
cus

pha
ge
Jav
an4
89:
U nc

lass
ified

:Sip
hov
ir ida

e

AY0502 45:Tem
per ate

p hage
phiNIH1. 1;U

nclassified ;S
ip hovirid ae

M
K448817:S

tr ept oc occ us
phage

Ja
van59:U

ncl ass i fied : Sip
hovir idae

M
F 176161

:Bacillu s
phage

D
eep -P

urple:U
nclas sified:Sip

hovir idae

KY6949 71:Citrobacter phage
CF1 DK-2017:Tlsvirus:Drexlerviridae

M
G5
92
48
6:
Vi
br
io
ph
ag
e
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11
2.
O
._
10
N
.2
86
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6.
B1
1;
Un
c l
as
sif
ie
d;
Un
cl
as
si
fie
d

MH142220:Acidithiobacillus phage AcaML1;Unclassified;Myoviridae

LR7
4352

4

KR131710:Fusobacterium phage Funu1:Unclassif ied:Myoviridae

MH
892
370
:St
rep
toc
occ
us
pha
ge
SW
23:
Un
cla
ssif
ied
:S
iph
ovi
r id
ae

M
K
90
72
73
:E
sc
h e
ric
hi
a
ph
ag
e
vB
_ E
co
S-
28
62
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R
tp
v i
ru
s:
D
re
xl
er
vi
rid
ae

MH
89
236
9:S
tre
pto
coc
cus
pha
ge
SW
22:
Un
cla
ssi
fied
:Sip
hov
irid
ae

M
K
4 48932

:Strep tococcus
p hage

Javan 42:U
nclass ified:S

iphov iridae

MK
882
925
:Di
nor
ose
oba
cter

pha
ge
vB_
Ds
hS-
R4C

:Un
cla
ssif
ied
:Sip
hov
i rid
ae

JX29
6113:

Provid
encia

phag
e Red

jac:C
hiviru

s:Siph
ovirid

ae

MG557619:Staphylococcus phageHSA84:Phietavirus:S iphoviridae

KC
821607:Cellulophaga

phage
phi19:1:Un

classified:S
iphoviridae

KT33
7341:

Stre
ptoco

ccus p
hage

phiAR
I0131

-1:Un
clas

sified:
Sipho

virida
e

MK448910:Streptococcus phage Javan336:Unclassif ied:Myovir idae

MH
93
29
83

MN904502:L
is teria phage L

P-018:Hombur
gvirus:Siphovir

idae

KM983327
:Clostridiu

m phage
phiCT453A

:Unclassif
ied:Myoviri

dae

KC821629:Cellu lopha
ga phage phi38:2:Un

classified:Myoviridae

MK448697:Streptococcus phage Javan185:Unclassified:Siphoviridae

KF192053:Enterococcus virus IMEEF1:Saphexavirus:Siphovir
idae

K
F771236: Escheri chia

vir us
A H
S24: R

ogunavi ru s: D
r exler v ir i dae

MG
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485
:Vib

rio
pha
ge
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G
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i b
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p t
o c
o c
cu
s
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ag
e
S
W
2 4
:U
nc
la
ss
ifi
e d
:S
ip
h o
vi
r id
ae

MG592531:Vibrio phage 1.164.O._10N.261.51.A7;Unclassified;Unclassified

KU
599881:Flavo bacterium

phage
Fpv6:U

nclassi fied:Siphoviridae

MK
448

794
:Str
epto

coc
cus

pha
ge J

ava
n52

5:U
ncl
ass
ified

:Sip
hov
irida

e

MH
01
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55
:R
ue
ge
ria
ph
ag
e v
B_
Rp
oS
-V
10
:U
nc
la
ss
if ie
d:
Sip
ho
v ir
i da
e

MK510978:Pseudomonas phage vB_Pae_CF208a;Unclassified;Unclassified

MK170446:Klebsiella phage 13:Webervirus:Drexlerv ir idae

JQ1
827

33:
Ent
ero
bac
teria

l ph
age

mE
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ied:
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ovir
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e
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74
33
:M
an
nh
eim
ia
ph
ag
e v
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r p
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o c
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e
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v a
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U
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if i
ed
:S
ip
h o
v i
r id
ae

MG894052:Klebsiella phage JY917:Weberv irus:Drexlervir idae

MK521904:Klebsiella phage vB_KpnS_FZ10:Webervirus:Drexlerviridae

KJ094021:Listeria
virus LP114:Hom

burgvirus:Siphovi
r idae

KY979247:Flavobac terium phageVK58:Fic leduovirus:Myov ir idae

M
N296515:Shigella virus Sfin-3:Tunavi rus:Drexlerviridae

M
K
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89
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c u
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a g
e
Ja
va
n5
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i p
ho
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a
e

LR595859

HQ906663:Wolbachia endosymbiont wVitA of Nasonia vitr ipennis phage WOVitA2;Unclassified;Unclassified

KP
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et
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r p
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ge
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n c
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K90 7 24 0: E

s c he ric hi a
ph ag e

v B
_ E co S- 20 0 4I II:R

t pv iru s: D
r ex le rv iri da e

KM
3 8
92
10
:Ps
eu
do
mo
na
s p
ha
ge
DO
4;U
nc
las
sif
ied
;S
i ph
ov
irid
a e
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d o
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s p
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ge
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si fi
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cla
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ifie
d

KC821616:Cellu lo
phaga phage phiSM

:Unclassified:Myov
iridae

M
H
884512

:B
acillus

ph
age

vB_Bp
sS-140 :U

nclassified:S
iphov iridae

MK448867:Strepto coccus phage Javan186:Unclassified:Siphoviridae

LR597648

M
K44 895 1:Str epto coccu s phage

Javan47 0:Unc la ssified :Sipho virida e

M
K4
4
88
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oc
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cu
s
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h a
g e
Ja
va
n 2
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:U
nc
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i fi
ed
:S
i p
ho
v i
r id
ae

M
K448965:S treptococcus

phage
Ja van 506:Unclassi fied:Sipho vir ida e

MN8
4048

6:Pro
teus p

hage
P16-2

532:C
hiviru

s:Siph
ovirid

ae

M
N 176227:Baci l lu s

phage
049M

L00 1:Unclassi fi ed :Siphov iridae

KY065
476:S

trepto
coccus

phage
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:Uncla
ssif ied

:S ipho
virida

e

M
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1:E s ch er ich ia
p ha ge

v B_ E co S
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0 4I V:R
t pv iru

s: D
r ex le rvi rid ae

MT013111:Staphylococcus phage SA75:Phietavirus:Siphoviridae

E
U
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:I o
d o
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e r
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ru
s
P L
PE
: Io
do
v i
ru
s:
M
yo
vi
r i d
ae

DQ530360:Staphylococcus virus phiNM2:Phie tavirus:Siphoviridae

KY
65 3129 :S ta phyl oco ccus

ph age
IM
E13 65_0 1: Phi et avi r us:S

i phov ir id ae

LN681
542:C

lostridi
um pha

ge ph i
MMP03

;Lubbo
ckvirus

;Myovi
ridae

LR597656

MK
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r io
pha
ge
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:Un
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sifie
d:M
yov
irid
ae

MH
85
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:A
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r p
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us
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e
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c u
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g e
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U
n c
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a e
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ge
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vi r
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e

KX
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:H
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co
b a
cte
r p
ha
ge
F r
B5
8M
: S
ch
m
id
vir
us
:P
od
ov
ir i
d a
e

KP836356:M
arinitoga

camini viru
s 2:Unclass

if ied:Siphov
iridae

M
N
850641 :Esche ric hia

phage
ton ij n:U

nc la ss if ie d:D
rexler v i rid ae

MG592431:Vibrio phage 1.049.O._10N.286.54.B5;Unclassified;Unclassified

MH
892
37
2:S
tre
pto
coc
cus
ph
age

SW
26:
Un
cla
ssi
fied
:Si
ph
ov i
rid
ae

MN379832:Klebs iella phage KL:W
ebervirus :Drex lerviridae

MN
53
43
18
:La
cto
coc
cu
s p
ha
ge
pro
Ph
i5 :
Un
cla
ssi
fie
d :S
iph
ov
irid
ae

MK448974:Streptococcus phage Javan524:Unclassified:Siphoviridae

KY979239:Flavobacterium phage V156:Ficleduovirus:Myoviridae

JX912 252:Escherichia vi rus ADB2:Tunavirus:Drexlervi ridae

M
K8
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89
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rom
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ph
ag
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s if
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:M
yo
v ir
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e
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73
46
: S
t re
p
t o
co
cc
us
ph
ag
e
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U
n c
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e d
;S
ip
ho
vi r
id
a e

MK448864:Streptococcus phage Javan180:Unclassified:S iphoviridae

M
H598512: Bacillus phage W

es44:U ncla ssified: Siphovirid ae

M
K
44
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t r e
pt
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cu
s
p h
ag
e
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va
n8
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a s
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fi e
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e
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03
:H
e l
ic o
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e r
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ag
e
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:S
ch
m
idv
ir u
s:
Po
do
vir
id
a e

MK448976:Streptococcus phage Javan528:Unclassified:Siphoviridae

KX231828:Enterobacter phage Arya:Jilinvirus:Myoviridae

M
K448959:S trep tococcus

phage
Javan 488:U

nclassified :S
iphoviridae

KJ
01
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10
:F
lav
ob
ac
te
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. p
ha
ge
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r p
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ico
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ct
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ph
ag
e
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B9
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:S
ch
m
idv
iru
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MN013080:Klebs iel la phage vB_KpnS_SegesCirculi:W
ebervi rus:Drexlervi ridae

M
H8
445 58: E xig uob acteri um

pha ge
vB _E

au M
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n cl assi f ied :M
y ovi rida e

MN
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a
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if ie
d

M
G
0656 73:C ampylob act er pha geA119:Unclass ified: Drexlerv iridae

MN180249

CP025712:Escher ichia phage YDC107_1:Ravinvirus:Siphoviridae

M
K9
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el
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ag
e
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p h
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M
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e
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.E
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Un
c l
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s if
ie
d;
U
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ss
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ed

AF424781:Staphylococcus virus 11:Phietavirus:Siphoviridae

HE614282:Bacillus phage BceA1;Unclassif ied;Siphoviridae

M
K
448 724 :S t re p to co c cu s

p h ag e
J a va n 27 3 :U

n c la
ss if ie d: Sip h

o v iri da e

M
G
0 65657: C

a m
pylobacte r

phag e
C4:Unclassified:Drexler viridae

K
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pt
o
co
c c
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a
g e
P
00
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l a
ss
ifi
ed
:S
i p
ho
vi
ri d
ae

KY979244:Flavobacterium phage VK42:Fic leduovirus:Myov ir idae

M
K
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75
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gr
ob
ac
te
riu
m
ph
ag
e
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:U
nc
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ss
ifie
d:
M
yo
v ir
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ae

KX
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96
4
3 :
St
r e
p t
oc
oc
cu
s
ph
ag
e
C
H
PC
11
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: U
n c
la
ss
i fi
e d
:S
ip
h o
v i
rid
ae

MK448693:Streptococcus phage Javan177:Unclassified:Siphoviridae

AY954951:Staphylococcus virus 69:Phiet avirus:Siphoviridae

M
K
44
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t r
ep
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co
cc
us
ph
ag
e
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va
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1 5
:U
n c
l a
ss
if i
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i p
h
ov
ir i
da
e
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373

49:S
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toco
ccu
s ph

age
phiA
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;Unc
lass
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;Sip
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e

MK
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eu
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na
s p
ha
ge
vB
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R1
61
a;U
nc
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s if
ied
;Un
cla
ss
ifie
d

MG
765
27
8:L
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c ill
us
pha
ge
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us:
Co
etz
eev
irus
:Si
ph
ovi
rid
ae

MN592
896:Alte

romon
as phag

e XX19
24:Unc

lassif ied
:Siphov

iridae

KF147927:Oenococcus phage
phi9805:Unclassi fied:Siphoviridae

MK249308:Sal
monella phage

TS13:Chivirus:
Siphoviridae

HG79
9496:

Strep
tococ

cus p
hage

K13;U
nclas

sified;
S ipho

virida
e

KT3
373

62:S
trep t

ococ
cus p

hage
phiA

RI0
598b

;Unc
lassi

fied;
Siph

ovir id
ae

MG711461:Faecalibacterium phage FP_Lagaffe:Unclassified:Myoviridae

MK510970:Pseudomonas phage vB_Pae_CF67a;Unclassified;Unclassified

KY992519:Flavobacterium phage V175:Ficleduovirus:Myovir idae

K
Y
70
52
53
:S
tre
pt
o c
o c
c u
s
ph
ag
e
P0
09
3:
U n
c l
a s
si
fie
d:
S i
p h
o v
ir i
da
e

M
K3 7379 3:E sche ri chi a

phag e
v B
_E coS

_M
M
01:U

n clas sif ie d:D r exl er vir id ae

JX
48
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77
:R
hiz
ob
iu
m
ph
ag
e
R
HE
ph
05
:K
le
cz
ko
w
sk
av
iru
s:
M
yo
vi
rid
ae

KY092479:Strep tomyces virus Id idsumt inwong:Austin tat io usvirus:Siphovi ri dae

MK448691:Strept ococcus phage Javan17:Unclassified:Siphoviridae

E U
85 5

7 93 :L ist eri a
p ha ge

P 40
:U
nc la ssi fie d:S

ip ho vir id ae

M
K4 48 7 2 3: St re p to co c cu

s
p ha g e

J av a n2 7 1 :U
n cla s si fie d :S

ip h ov ir id ae

MK
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10
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:P
seu
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s p
ha
ge
vB
_P
ae
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F1
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nc
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sif
i ed
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27
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:P
se
ud
om
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v ir
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R
18
:K
oc
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uv
iru
s :P
od
ov
ir i
da
e

M
K9 07 24 4: E

s ch er ich ia
ph ag e

v B
_E
co S

- 20 05
IV: R

t pv iru s:D
re xle rv irid ae

HM035024:Shigella
virus Shf l1:Tunavirus:Drexlerviridae

JQ
17
70
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:V
i b
rio
p h
ag
e
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-T
1:
Un
cla
ss
if i
ed
: M
yo
vi r
id
a e

K Y
39 8841:Es cher ich ia
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E C
3a :G

uel phvi r us:Dr exl ervir id ae

KT33
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:S tre
p toco

ccus
phag

e ph
iARI

0460
-1:U

nclas
sified

:Siph
ovirid

ae

MK510987:Pseudomonas phage vB_Pae_BR233a;Unclassified;Unclassified

K
C5 955 14 :B

rev ib aci l lu s
vi ru s

Ji m
m
er: Ji m

m
e rv iru s:M

yo viri da e

AF064539:Escherichia virus N15:Ravinvirus:Siphoviridae

MG711467:Faecalibacterium phage FP_Taranis:Unclassif ied:Myoviridae

M
G
5 9
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:V
ib
rio

p h
a g
e
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1
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10
N
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B
1 2
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n c
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if ie
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U n
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fi e
d

M
K
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e
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-1 2 46 9 I:Rt pv ir us :D
r ex le
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MN10
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lebsie
lla pha
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t: Uncl

assifie
d :Sip

hoviri
dae

JF
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13
:V
ib
r io
ph
ag
e
pY
D 3
8-
B;
U
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la
s s
i fi
ed
; S
ip
ho
v ir
ida
e

JF731128:Enterococcus virus SA
P6:Saphexav irus:Siphoviridae

KX
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56
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63
:H
ae
mo
ph
ilu
s
ph
ag
e A
ap
hi2
3;
Un
cla
s s
ifie
d;M
yo
vir
id
ae

MG73293 0:Enterobacter virus EcL 1:Ecluna vi rus:Drexlerviri dae

K T970645:Bacill us phage
phi4J1:Unclass ified:S iphoviridae

D Q
834

250: S
t aphylococcus

vi ru s
PH
15:Ph

i eta vi ru s: Si phovir idae

KX452
699:Sa

lmonell
a phage

KPN6;C
hivirus;

Siphov
iridae
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KY707339:Pseudomonas phage JBD68:Unclassified:Siphoviridae
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d
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n c
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o c
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ag
e
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G
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l a
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p h
ov
ir i
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e
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cocc
us p

hage
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ied;S
iphov

irida
e
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e
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O
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N
.2
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nc
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si
fie
d;
U
nc
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si
fie
d

AY133112:Vibrio virus VHML:Vhmlvirus:Myoviridae

MH844531:Klebsiel la phage GH-K3:Webervirus:Drexlervir idae

MG5925
59:Vibrio

phage 1
.189.O._

10N.286 .
51.B5;U

nclassifi
ed;Uncla

ssified

MF428478:Staphylococcus phage SN13:Phietavirus:Siphoviridae

M
G065667 :Campylob acter ph age

A127:Un classifie d:Dr exler virida e

KC13951
5:Salmon

ella virus F
SLSP088

:Chivirus:S
iphovirida

e
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r p
ha
ge
Y
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e

KX
13 0960 :E sche ri chi a

phag e
vB_ EcoS - IM

E 253 :R tp virus :D rexle rv ir id ae

MN013087:Klebsie lla phage vB_KpnS_Penguinator:Weberv irus:Dr exlerviridae

JQ619704:Bacillus phage
PBC1: Unc lass ified :S

ipho viridae

MK448729:Streptococcus phage Javan31:Unclassified:Siphoviridae

KT825490: Escher ich ia
v i rus

C
119:Rogunavir us: D

rexl er vir idae

KY06
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cus p
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IPP69
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hovirid
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e
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fie
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ae
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0273 88 :Escher ich ia

viru s v B_Eco_m
a r001J1; Unc lass ified ;Siphoviridae

MK278861:Klebsiella virus KpKT21phi1:Webervirus:Drexlerviridae

MK721194:Enterococcus
phage vB_E faS_Ef7.1:Sap

hexavirus:Siphoviridae

M
K44 8977:Str eptococcus phag e

Javan5 30:Unclassifie d:Siphoviridae

KY979243:Flavobac terium phage VK20:Ficleduovirus:Myoviridae

MG592541:Vibrio phage 1.174.O._10N.261.55.A8;Unclassified;Unclassified
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hovirid
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d :S iph o vir id ae
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e
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06
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W
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S t
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i d
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e
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e
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e
ph
iA
R
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U
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la
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if i
ed
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ip
ho
vi r
id
ae

M
F
158039: Shigel la

vir us
Sf 12:East lansi ngvir us: D

r exler v ir idae

MH 285980:E scherichia
phage Eco_BIFF:Tunavirus:Drex lerv iridae

MG0
3034

6:Pro
teus p

hage
PM87

:Chiv
irus:S

iphov
iridae

MK721189:Enterococcu
s phage vB_EfaS_Ef2.2:S

aphexavirus:Siphoviridae

MN028536:Staphylococcus phage vB_SpsM_WIS42:Phietavirus:Siphov iridae

MK931442:Klebsiel la phage Sin4 :Webervirus:Drex lervir idae

M
N
055691:Escherichia

p
hage

H
enu8:H

anriverv i rus:D
rexlerv iridae
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ag
e
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m
o
S_
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c l
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fie
d:
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ph
ov
iri
da
e

JQ182730:Enterobacteria phagemEp237:Ravinv ir us:Siphoviridae

M
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S
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s
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ag
e
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va
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n
cl a
ss
if ie
d :
S
i p
ho
v i r
i d
ae

MH884510:Exiguobacterium phage vB_EalM-137:Unclassified:Myoviridae
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Q
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e
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n c
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n c
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e
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877:Bac illus

v i rus
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offvi rus :Siphov ir idae
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s
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ag
e
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ie
d:
S i
ph
ov
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ae

KC677663:Staphylococcus phage SA12:Phietavirus:Siphoviridae

M
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e l
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e
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i b
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t pv iru s:D
r ex ler vir id ae

MK448678:Streptococcus phage Javan135:Unclassif ied:Siphoviridae

M
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t pv irus :D
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e
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:P
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ov
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ae

M
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:Bac i llus
p h
age

v B_Bsp
S_SplendidR

ed :U
n cl ass if ied :S

iphoviridae

M
G06 5640:C am

pylobacter ph ag eA14b:U nclassifie d:Drexle rvir idae

CP017837:Pro teobacteria phage MWH-Nonnen-W8red 2;Unclassified;Unclassif ied

M
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dae

A
Y 954 959 :S ta phyl oco ccus
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e
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e
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45
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eo
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cte
r p
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ge
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:U
nc
l as
sif
ied
:S
ip
ho
v ir
id
ae

DQ163912 :Pseudomonas phage F10:Unclassified:Siphoviridae

AY328853:Vibrio phage VP16C;Unclassified;Myoviridae

KJ018213:Shewanella sp. phage 1/44:Unclassified:Siphoviridae

MG711466:Faecalibacte rium phage FP_Toutat is:Unclassified :Myoviridae

KY979235:Flavobacterium virus FCV1:Ficleduovirus:Myovirid
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AB
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a c
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s
ph
ag
e
P
M
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d e
rs
v i
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s:
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ph
ov
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e

KY992520:Flavobacterium phage V181:Ficleduovirus :Myoviridae
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39
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cto
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ag
e u
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.k1
:Un
cla
s si
fie
d:S
ip
hov
irid
ae

LN681535:C
los tr idi um

phage phiCD111;Un classified;S
iphov iridae
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ag
e
ph
iC
DH
M1
9;L
ub
bo
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us
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yo
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e

GU229986: Bacillus
virus 250:Cecivirus :Sip hoviridae

MK
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hie
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pho

viri
dae

MH547045:Enterob acteria phage
O276:Lambdavi rus:Siphovi ridae
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2:Sa lmone
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iridae
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p h
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e S
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nc
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si
fie
d :
Si
p h
ov
irid
ae

MG241338:Salmonell avi ru s YSP2:Tlsvirus:Drexlerviri dae

KX965989:Aeribac illus phage
AP45:Unc lass ified:Myoviridae

KP836355
:Marinitoga

camini viru
s 1:Unclass

ified :Sipho
viridae

M
K449 001:Stre ptococc us

phag e
Javan 640:U

n classifie d:Sipho virida
e

KC821610:Cellulo
phaga phage phi3

ST:2 :Unclassified :
Myov iridae

KP296792:Paen ibacillus virus Lily:Lilyvirus:Unclassified

M
K
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nc lass ified :Sip hov irida e
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phage
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M
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pylobac ter phage A121:Unclassified: D
re xlervir idae
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r p
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n c
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ag
e
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n c
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ed
:M
yo
v i
rid
ae

KX198612:Pseudomonas phage MD8:Uncla ssified:Siphoviridae

M
K907265:Escherichia

phage
v
B_EcoS-26

174III:Rtpvirus:D
rexlerviridae

KC1395
19:Salm

onella
virus FS

LSP030
:Chiviru

s:S iphov
iridae

MK448733 :Strepto coccus ph ageJa van 345 :Uncla ssified :Siph ovirid ae
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o c
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s
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si
fie
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i d
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lostrid
ium ph

age C
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ckvirus
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iridae
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iARI

0746
:Unc

lassi
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AY954950:Staphylococcus virus 187:Phietavirus :Siphoviridae
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cus p
hage
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0:Un

class
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Sipho
virida
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MN013083:K lebsiella
phage vB_KpnS_Alina :Webervir us:Drexlervi ridae

M
N
850569:E scherichia

phage
vo jen:H

anrivervi rus :D
rexlerv irida e

MN153797:Escherichia virusT1:Tunav irus :Drexlerviridae

KY629621:S treptococcus vi rus M
S1:Unclassified:Siphoviridae
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e
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s;
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i ri
da
e

A B036666:Wolbachia phage WO;Uncla ssified;Unclassified

MG592572:Vibrio phage 1.201.B._10N.286.55.F1;Unclassified;Unclassified

MK095606:Pantoea phage vB_PagS_AAS23 :Ecluna vi rus:Drexle rvi ridae
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v i rus
F
L3 :Ph i felv ir us:S

iphovir idae
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hage
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vir
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vir
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e

JF 76
7 20 9:C

los tri diu m
p ha ge

ph iC
P 34 O

:U
nc las sif ied :Sip ho viri dae

MG59250
5:Vibrio

phage 1.1
34.O._10

N.222.52.
B8;Uncla

ssified;Un
class if ied
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116
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:Str
ept
oco
ccu
s p
hag
e S
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:Un
cla
ssif
ied
:Si
pho

viri
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e

JF
31
48
45
:C
ro
no
ba
c t
er
ph
ag
e
ES
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U
nc
l a
ss
if i
ed
:S
i p
ho
vi r
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ae

JX126920:L
isteria virus L

P37:Hombur
gvirus:Sipho

viridae

KC
710998:Shigella

virus pSf1
:Hanriv ervir us:D rexlerviridae

M
N17

6219 :Bac il lus
phage

000TH010 :U
ncl as si fie d:Si ph

ovi rid ae

J Q086376:Escherichia vir us HK630:Lambdavir us:Siphoviridae

M
G
59
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ib
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ge
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0 2
9.
O
._
1 0
N
. 2
61
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A7
;U
nc
la
ss
ifi
ed
;U
n c
la
s s
ifi
e d

MG592590:Vibrio phage 1.223.O._10N.261.48.A9;Unclassified;Unclassified

DQ864624:Streptococcus phage P9:Unclassified:Siphoviridae

M
K90 722 9: E

sc h e ric h ia
p
ha ge

vB_ Ec oS- 12 39 7 II: R
tp v irus :D

r ex le r vi ridae

M
H
8
9 2
35
5:
S
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o c
oc
cu
s
p
h a
g e
S
W
4
:U
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ed
:S
ip
ho
vi
r id
a e

MN17622 4:Bacil lus phage 031MP002 :Saundersvirus:Siphoviridae

JN
1
92401: Staph

y lococcu s
vi rus

IPLA 7
:Phi etavi rus:S

iphovir ida
e

MN176225:Bacill us phage 031MP004:Saundersvirus:Siphovi ridae

MK449010:Streptococcus phage Javan90:U
nclassi fied:Siphoviridae

MG592611:Vibrio phage 1.246.O._10N.261.54.E10;Unclassified;Unc lassified

MG711462:Fae
calibacterium p

hage FP_Epona
:Unclassified:M

yovir idae

MK
075
006
:St
aph
ylo
coc
cus
pha
ge
phi
SP
119
-3:
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eta
v iru
s:S
iph
ov i
rida
e

KU
678
390
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toc
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us
vir
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2:U
ncl
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ifie
d:S
iph
ovi
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ae

M
K 4
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S
tr e
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cu
s
p h
ag
e
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va
n2
41
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nc
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i fi
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ip
ho
vi
r id
ae

M
K9
072 51: Esc h

eri chia
ph age

vB
_ E
c oS

-2 602 0I: R
tpv irus :Dr exle rvir idae

MN342247:Shigel la phage
Sf in-5:Tunav irus :Drexlerviri dae

MK510974:Pseudomonas phage vB_Pae_CF140a;Unclassified;Unclassified

MG592458:Vibrio phage 1.083.O._10N.286.52.B9;Unclassified;Unclassified

MH445453:Klebsiella v irus NJS1:Webervirus:Drexlervir idae

M
G5
92
66
4:
Vi
br
io
ph
ag
e
2.
09
5.
A.
_1
0N
.2
86
.4
6.
E1
0;
U
nc
la
ss
ifie
d;
U n
c l
as
si f
i e
d

MG592462:Vibrio phage 1.087.A._10N.261.45.F9;Unclassified;Unclassified

JX274647:Staphylococcus phage SP6:Phietavirus:Siphoviridae

K
X1
19
18
9:
H
el
ic
ob
ac
te
r p
ha
ge
Pt
21
2 9
9R
U:
S c
hm
idv
iru
s:
Po
do
vi
rid
ae

JX507079:Acidithiobacillus phage AcaML1:Unclassified :Myoviridae

MG5925
43:Vibrio p

hage 1.17
6.O._10N.

261.55.F5;
Unclassif ie

d;Unclass
ified

M
F0
41
99
0 :
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ct
ob
ac
ill
us
ph
ag
e
ph
iE
F-
1.
1:
U
n
c l
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si
fie
d:
U
nc
l a
ss
ifie
d

M
G7
11
46
5:F
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ac
te
riu
m
ph
ag
e
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it:U
nc
las
sif
ied
:M
yo
vir
ida
e

MK8
3811

3:Aer
omo

nas p
hage

LAh_
7:Un

class
ified:S

ipho
virida

e

KJ41
7497

:Str
ep toc

occu
s ph

age S
pn1:

Uncla
ssifie

d:Sip
hovir

idae

LN
6815 34:C

lostri d
ium

phage
phiC

D 24-1;U
nclass ifi ed;S

iphov i ridae

LR596903

M
K907261: Escherichia

phage
vB
_E
c oS

-2
6047I:R tpvirus:D

rex lerviridae

M
G
59
2 4
34
:V
i b
rio
ph
ag
e
1.
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O
._
10
N
. 2
61
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2 .
A
1 ;
Un
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a s
si
f ie
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Un
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si
f ie
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K
9 0
725 2:E sch erich ia

p hag e
vB
_E
c oS

- 260 20II :R
tp virus :D

r exle rvirid ae

JX18237 1:Streptomyces phage SV1:Unclassified:Siphovirid ae

MH
89
23
65:
Str
ep
toc
oc
cus
pha
ge
SW
17
:U
ncl
as
sifi
ed:
S ip
ho
vir i
da
e

MK
51
10
01
:P
se
ud
om
on
as
ph
ag
ev
B_
Pa
e_
CF
23
a;U
nc
la s
si fi
ed
;U
nc
las
si f
ie d

KF114876:Leptospira
phage

vB _LalZ_80412-LE 1:Unclassified :M
yoviridae

JQ
6 1
72
8 4
:H
eli
co
b a
ct
er
vir
us
1 9
61
P:
Sc
hm
id
vir
us
:P
od
ov
irid
a e

KX
11
91
91
:H
el
ico
ba
ct
er
ph
ag
e
Pt
44
97
U :
Sc
hm
idv
iru
s:
Po
do
vir
id
ae

KY0
6549

7:St
rept

oco
ccus

phag
e IP

P6 1
:Unc

lass
ified

:Siph
oviri

dae

KM000061 :Pseudoalteromonas phage B8b;Unclassified;Siphoviridae

KX
11
92
01
:H
el
ico
ba
ct
er
ph
ag
e
Fr
AN
T1
70
U:
Sc
hm
idv
iru
s:
Po
d o
vir
id
ae

M
K96 27 51 :Shi ge lla

p ha g e
JK
1 6:U

nc la ss if i ed :Drexl e rvi ri d ae

KY979242:Flavobac terium phage V182:Ficleduovirus:Myovir idae

KC
8 4
71
1 3
:B
ac
i ll u
s
ph
ag
e
PB
P1
8 0
;U
n c
la
ss
i f i
e d
;M
yo
vi r
id
ae

MH633486:Klebsiella phage NJS3:Webervirus:Drexlervir idae

AB
370
205

:Sta
phy
loc
occ
us
viru
s p
hiM
R2
5;P
hie
tav
iru
s;S
iph
ovi
rida
e

MH0
1525

2:Ru
eger

ia p
hage

vB_R
poS

-V18
:Un
clas

sified
:Sip

hovi
ridae

M
N850572:E scherichia

phage
aaroes:Hanrivervirus:D

rexlerviridae

M
N8
12
23
9:
Fl
av
ob
ac
te
riu
m
ph
ag
ev
B_
Fs
pS
_ t
an
t8
-1
:U
nc
las
s if
ied
:S
iph
ov
irid
ae

M
N
1644 84:E

sch
er i chia

virus
EC
H
1 :U
ncla ssif ied :D

re xlervir i dae

MH
892
37
1:S
tre
pto
co
ccu
s p
ha
ge
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25
:Un
cla
ss i
fie
d:S
iph
ovi
rida
e

KJ
85
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2 1
:A
er
om
on
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ph
ag
e
p A
h 6
-C
:U
nc
la
s s
ifi e
d :
M
yo
v ir
id
a
e

MH445500:Alteromonas phage JH01:Unclassified:Siphoviridae

LN681536:Clos tr idium
phage phiCD146;Uncl assified;Siphov ir idae

MF
89
32
71
:Ly
sin
iba
cill
us
ph
ag
e v
B_
Ls
pM
-01
:U
nc
la
ss
ifi e
d:M
yo
vir
ida
e

M
K8
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32
2:
Ps
e u
do
m
o n
a s
ph
ag
e
R
SP
:U
nc
l a
ss
ifie
d :
Si
p h
o v
i ri
da
e

FN582354:Enterobacteria phage phi80;Lambdavirus;Siphoviridae

FN297812:Vibrio phage VP585;Vhmlvirus;Myovir idae

JX126919:List
eria v irus LP110

:Homburgvirus :S
iphoviridae

K
C579

452: E
scheric hi a

vir us
K
P26: Rogunavi rus: Drexl er v ir idae

MG592666:Vibrio phage 2 .096.O._10N.286.48.B5;Unclassified;Unclassified

MK
448

953
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epto

coc
cus

pha
ge J

ava
n47

4:U
ncla

ssif
ied:
Sip
hov
ir ida

e

MK
51
10
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:P
se
ud
om
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ph
ag
e v
B_
Pa
e_
BR
31
3c
;U
ncl
as
sif
ied
;U
n c
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ed
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714
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trept

ococ
cus p

hage
8140

;Unc
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ifie d;
Unc

lassi
fied
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2

KM366098
:Salmonella

phage BP
12C:Chiviru

s:Siphovirid
ae

k1491849667

FR6
714

06:S
trep

toco
ccu

s ph
age

040
922

;Unc
lass

ified
;Unc

lass
ified

MK448961:Streptococcus phage Javan494:Unclassified:Siphoviridae

MF415412:Klebs iella v irus KPN N141:Webervirus:Drexlervir idae

KX
11
92
0 6
:H
el
ico
b a
cte
r p
h a
ge
U
KE
N
32
U:
Sc
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id
vir
us
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o d
ov
ir id
ae

M
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V i
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ph
ag
e
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N.
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1.
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.A
9;U
nc
la s
s if
ie
d;U
nc
las
sif
ie
d

c t
g
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4

KX765
862:Sa

lmone
lla pha

ge ST-
101:Ch

ivirus:S
iphovi

ridae

LR595860

MH791395:S
almonella pha

ge SeWh-1:C
hivirus:Siphov

iridae

MK
448

946
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ept
oc
occ
us
pha
ge
Jav
an4

56
:Un
c las

sifie
d:S
ipho

viri
dae

DQ466
086:C

lostridiu
m virus

phiC2
:Lubbo

ckvirus
:Myovi

ridae

DQ530359:Staphylococcus virus phiNM1:Phie tavirus:Siphoviridae

KX
16
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13:
La
cto
coc
cu
s p
ha
ge
98
10
2:U
nc
las
si f
ied
:Si
ph
ovi
rida
e

MK510963:Pseudomonas phage vB_Pae_CF24b;Unclassified; Unclassified

KR269719:K lebsie lla viru s PKP126:Weberv irus :Drexlervi ridae

M
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6 :
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sie
ll a
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ag
e
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Z 1
4 :
J e
d u
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M
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v i
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JX
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um
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s
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h4
:K
le
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ko
w
sk
av
iru
s :
M
yo
v i
rid
ae

M
K 373798:Escherichia

phage
vB _Ec oS_G

29-2:Hanrivervirus:Drexlerviridae
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4:V
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o p
hag
e 1
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1.A
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ncl
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p t
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a e
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t e
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ag
e
M
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:U
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la
s s
if i
e d
:M
yo
v i
r id
ae

MK448890:Streptococcus phage Javan264:Unclassified:Siphoviridae
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nc la s si fie d :Sip ho vi rid ae
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phage D6E:Unclassif ied:Myoviridae
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KM236241:C itrobacter virus
Stevie:Tlsviru s:Drexlerviri dae

MK448952:Streptococcus phage Javan472:Unclassified:Siphoviridae
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N
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ph age
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re xl ervi ri da e
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vi r us
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ipho vir id ae

M
H4
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e
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eu
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ge
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i fie
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KF6
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8:Xy
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Salv

o :Sa
novir

us:S
ipho

virida
e

AB775548:Pseudomonas phage PPpW-3;Ji linvirus;Myoviridae

M
H
9
9 928 0: C

lo str idi um
ph ag

e
C
P
D
1: U

n cla ss ifie d:S
iph ov irid ae

D
Q
0 03

64 1:L ist er ia
p ha ge

P 3
5 :U nc las sif ied :S iph ov irid ae

JX274646:Staphylococcus phage SP5:Ph ietavirus:Siphoviridae

MG592561:Vibrio phage 1.191.O._10N.286.52.B4;Unclassified;Unclassified

MK570225:Enterococcus phage vB_EfaS_PHB08:Saphexavirus:S iphoviridae

LR027385 :Escher ich ia virus
v B_Ec o_m

ar001J1;Unclassif ied ;Siphov iridae

MK448766:Streptococcus phage Javan465:Unclassified:Siphoviridae

L
N8
89
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c t
er
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ph
ag
e
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G
;U
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la
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ifi e
d ;
M
y o
v i
ri d
ae

M
N019128:Escheri chia

phag
e
Henu7:U n

class i fied :D
rex lerv i ridae

MN101222:Klebsiel la phage KOX9:Eclunavi ru s:Drexlervirida e

KU
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:Ps
eu
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mo
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ha
ge
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4:U
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sif
ied
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ip h
ov
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a e

KC
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ge
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M
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4:
S
tr e
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ag
e
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n c
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r id
ae
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P9
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:U ncla ss

if ied:S iph ovir idae

M
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cib
ac
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ag
e
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ho
vi
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ae

M
N
7 81 67 4:Esc he rich ia

ph ag e
v B
_ Eco S
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3:Unc la ss if i e

d :D
re xl ervi ri da e

KY06
5450

:Stre
ptoco

ccus
phag

e IPP
8:Un

class
if ied:

Sipho
virida

e

JX556417:Vibrio virus MAR:Vhmlvirus:Myoviridae

M
K55210 5:Escher ichia

ph age
Jahat_M

G
145:Unclassified:Dre xler v ir idae
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uege

ria p
hag

e vB
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oS-V
11:U

ncla
ssif ie

d :Si
pho

virid
ae

MK575466:Vibrio phage Rostov 7:Unclassified:Myoviridae

MK448947:Streptococcus phage Javan458:Unclassified:Siphoviridae
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1 0
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eu
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s p
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ge
vB
_P
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7a
;U
nc
las
sif
ied
;Un
cla
ss
ifie
d

MN103542:Enterococ
cus phage vB_EfaS_EF

1c55:Saphexavirus:Sip
hoviridae

KY951964:Flavobacterium phage FCV-11:Ficleduovirus:Myov
iridae

K
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A
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t e
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iru
s
R
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a e
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a e
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N
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ph ag e
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N
9
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h age
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M
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re xl er vir id ae
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if i
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o d
ov
iri
da
e

MN013078:Klebsiella
phage vB_KpnS_KingDDD:Webervi rus:Dr exlerviridae

M
N
85 05 82 :Es ch eri chi a

p ha ge
it yh un a:U

nc la ssi fie d
:Drex le rvi rid ae
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e
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cla
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ae

FR671
411:St

reptoc
occus

phage
2167;

Uncla
ssif ied

;Uncla
ssified

MK448930:Streptococcus phage Javan406:Unclassified :Siphoviridae

MN60
4053:

Esche
richia

phag
e E21

:Chiv
irus:S

iphov
iridae

MK931445:K lebsiel la phage Shelby:Weberv irus:Drexlerv iridae

KY014601:E
scherichia p

hage Utah :C
hivirus:Siph

oviridae

MK
448
79
5:S
trep

toc
occ
us p

hag
e J
ava

n52
7:U
ncl
ass
ified

:Sip
hov
irida

e

KF296717:Bac illus
phage

proC
M
3:Lw

offvi rus :S iphovi ridae

MK448779:Streptococcus phage Javan497:Unclassif ied:Siphoviridae

MG592461:Vibrio phage 1.086.O._10N.222.51.F8;Unclassif ied;Unclassif ied

K
X227758

:Bacillus
phage

P
fN
C
7401:C

ecivirus:S iphoviridae
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a g
e
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if ie
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M
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v i
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a e

KY0
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KM
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eu
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s p
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ge
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i ri
da
e
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el l
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ha
ga
vi r
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s t
v i
ru
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iph
ov
ir i
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e

K U
599880:Flavobacterium

phage
Fpv5:Unclassified:S iphovi ridae

MH6314
53:Sal

monella
phage

Siskin:C
hiviru

s:Sipho
viridae

KY2
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44:S
yne

cho
cocc

us v
irus

S-E
SS1

:Unc
lass

ified
:Sip
hov

irida
e

MK448986:Streptococcus phage Javan570:Unclassif ied:Siphoviridae

AY308796:Escherichia virus TLS:Tlsvirus:Drexlerviridae

MH252365:Ralstonia phage phiRSP:Jilinvirus:Myoviridae

CP003
186:Th

ermoan
ae roba

cterium
phage T

HSA-4
85A:U

nclassif
ied:Sip

hovirida
e

MN5
3602

6:Ps
eud

omo
nas

phag
e vB

_Pae
-SS2

019
XI:Un

class
if ied:

Siph
ovirid

ae

M
K9
0 72 50:E sc heri chia

ph a
ge
vB
_E coS -25 988 V:R

tpv irus :D
r exle rvi rida e

MK448699:Streptococcus phage Javan189:Unclassified:S iphoviridae

MN395285:Klebsiella phage PhiKpNIH-10:Webervirus:Dr exlervir idae

MF428479:Staphy lococcus phage SN11:Phietavirus:Siphoviridae

KY780482:Klebsiella virus KOX1:Webervir us:Drexlervi ridae

M
K448904 :Strept ococcus

phage
Ja van316:U nclassifie d:Sip hov iridae

HM
568888:Clost ridium

phage phi C
D38-2:Unc las sified:Siphov iridae

KX130668:Enterobac teria phage
vB _EcoS _NBD2:Ec lunavirus :D rexlerv iri dae

K
Y
06
54
5 5
:S
tr e
pt
oc
oc
c u
s
p h
ag
e
IP
P1
4 :
U
nc
la
ss
if i
ed
:S
ip
ho
vi
r id
a e

K U
057941:Clost rid ium

phage
C
DSH1:U nc lassif ied:Siphovi ridae

AB
64
71
60
:H
eli
co
ba
ct
er
vir
us
KH
P
3 0
:S
ch
m
idv
ir u
s:P
od
ov
ir id
ae

MK448968:Streptococcus phage Javan512:Unclassified:Siphoviridae

KY
290

947
:Ae
rom

ona
s p
hag
e 3
:Un
clas
sifie

d:M
yov
irid
ae

M
K
4 4 87 9 8 :S

tre p to co c cu s
p ha g e

Ja v an 5 33 : U
n
c la ss if ied : S

i ph o vi rid a e

GU903191:E scherichia virus CVM10:Jilinvirus:Myoviridae

KU
599885:Flavobacterium

phage
F
pv11:Unclassified:S iphovi ridae

KY421186:Flavobacter
ium phage FL-1:Fic leduov irus:M

yoviridae

KY575286:K lebsiella phage SH-Kp 160016:Webervirus:Drexlerviridae

M
T07

4433:S alm
onella

phage
slyngel:Hanr ive rv irus:D

rexlerv iridae

MF
614
628
:Si
nor
hiz
obi
um
pha
ge
phi
3LM

21:
Unc

lass
ified
:Sip
hov
ir id
ae

H
M
1443 86

:Broc ho th ri x
ph ag e

BL 3:Unc la ss ifi ed :Sip ho vi rid a e

AJ3
048
58:E

nte
roba

cte
ria p

hag
e C
P-1
639
;Un
clas

s ifie
d;U
ncl
ass
i fied

K
J8
47
05
2 :
I d
i o
m
ar
i n
ac
e a
e
ph
ag
e
1 N
2-
2:
Un
cla
s s
if ie
d :
S
ip
h o
vi
r i d
ae

KT3
373

51:S
trep

toco
ccu
s p
hag

e ph
iAR

I045
5b;U

ncla
ssif
ied;
Siph

ovir
ida e

KY
65
311
7:S
tap
hyl
oco
ccu
s p
ha
ge
IME
13
23_
01:
Un
cla
ss i
fied
:Si
pho
viri
da
e

MT176427:E scher ich ia
phage CJ19:U

ncla ssif ied:D rexlerv iridae

M
K 44 8 96 7 :S

tr ep to c oc cu s
p ha g e

Ja va n 51 0 :U n
cl as si fie d :S

ip ho v irid a e

H
Q
72
82
64
:E
r w
in
i a
ph
ag
e
vB
_
Ea
m
M
- Y
2 :
U
nc
la
ss
ifi
ed
:M
y o
v i
r id
ae

KM
28 91 9

5: S
t re pto c o

c cu s
ph a ge

T 1 2:Un cl as si fie d: S
i ph
o vir id ae

HG7
9949

7:St
repto

coc
cus p

hage
DCC

1738
;Unc

lass
ified

;Sip
hovir

idae

MF612072:Klebsiella virus MezzoGao:Webervirus:Drexler vir idae

KM4586
33:Salmo

nella viru
s Chi:Ch

ivirus:Sip
hoviridae

MH791415:Enterococcus phage EfsWh-
1:Saphexav irus:Siphoviridae

M
G
59
24
00
:V
ib
rio
ph
ag
e
1.
01
6.
O
._
10
N.
28
6.
46
.A
11
;U
nc
las
sif
ie
d;
U
nc
la
ss
ifi
ed

KT1 51 95 6:Bre vi ba ci ll us
viru s

O
si ris :J im

m
ervi rus :M

yo
viri da e

MG592592:Vibrio phage 1.225.O._10N.261.48.B7;Unclassif ied;Unclassified

KC5 95 515 :B
rev ib aci l lu s

pha ge
J im

m
e r1: Ji m

m
e
rvi rus:M

y ovi r id ae

MK448789:Streptococcus phage Javan513:Unclassified:Siphoviridae

KC
82
16
21
:C
el
lu
lo
ph
ag
a
vi
ru
s S
T:C
ba
st
vi
ru
s:
Si
ph
ov
i ri
da
e

M
G
59
26
65
:V
ib
rio
ph
ag
e
2.
09
5.
B.
_1
0N
.2
86
.4
6.
E1
0;
Un
cl
as
s i
fi e
d;
Un
cl
as
s i f
ie
d

M
G
06 568 8:Ca m

p ylo bact er pha ge
A11 0b:R

tpv irus:D
re xle rv irid ae

LR5
96614

K X
11
92
00
:H
el
ico
b a
ct
er
ph
ag
e
Fr
M
EG
23
5U
:S
ch
m
id
vir
u
s:P
od
ov
iri
da
e

KY0
654
52:S

trep
toco

ccu
s ph

age
IPP
10:U

ncla
ssifi

ed:S
ipho

vir i
dae

KR905070:Lactobacill us
phage iLp1308:Uncl assified:Siphovi ridae

JN
05
11
54:
Pe
dio
co
ccu
s v
iru
s c
IP1
:Co
etz
ee
viru
s :S
i ph
ov
irid
ae

KC1395
14:Sa lm

onella vi
rus FSL

SP030:C
hivirus

:Siphovi
ridae

KX
11
91
92
:H
eli
co
ba
cte
r p
ha
ge
Pt
19
18
U :
Sc
hm
idv
ir u
s:
P o
do
vir
id
ae

KM5
810
61:R

ueg
e ria

pha
ge D

SS3
-P1:

Unc
lass

ified
:Sip

hov
irida

e

MG
06566 5:C

am
pylob acter pha geA131 :U

nclassif ie d:D
re xlervir idae

MK
448

738
:Str
epto

coc
cus

pha
ge
Jav
an3

55:U
ncl
assi

fied
:Sip
hov

irida
e

MK448689:Streptococcus phage Javan163:Unclassified:Siphoviridae

KU
67
83
92
:St
rep
toc
oc
cu
s v
iru
s 9
87
4:U
nc
la
ss
i fi e
d:S
iph
ov
iri d
ae

M
K4489 54:Str eptococcus

ph age
Javan4 76:Unclassif ie d:Sipho vir idae

GQ
91
90
31
:S
tre
pt
om
yc
es
ph
ag
e
ZL
12
:U
nc
las
sif
ied
:S
iph
ov
irid
ae

JQ
182736: Escheri chi a

v ir us
R
ogue1: R

ogunavir us :D
r exler vi ri dae

MK448696:Streptococcus phage Javan183:Unclassified:S iphoviridae

KT 876725:Flavobacter ium
phage

FpV9:U ncla
s sified:Siphoviridae

M
G5
92
63
0 :V
ibr
io
ph
ag
e 1
.2
65
.O
. _
10
N .
28
6 .5
2.
F6
;U
nc
la
ss
if i
ed
;U
nc
las
sif
ied

MK448833:Streptococcus pha ge Javan87:Uncl assif ied:Si phovir idae

MK
291
441

:Pa
rac
occ
us
pha

ge
vB
_Pb

eS
_Pb
en1

:Un
clas

sifie
d:S
iph
ovir
ida
e

MK
504
44
2:L
ac
tob
aci
l lus
pha
ge
3-S
AC
12:
Un
cla
ss i
fie
d:M
yov
irid
ae

KX4527
00:Ent

erobact
er phag

e KPN7
;Chivir

us;Siph
ovir idae

LR597653

AY954952:Staphylococcus virus 53:Phietavirus:Siphoviridae

MH0
1524

9:Ru
eger

ia ph
age

vB_
Rpo

S-V
7:Un

clas
sified

:Sip
hov

irida
e

MK448823:Streptococcus phage Javan633:Unclassified:Siphoviridae

M
N850643:Escheric hia

phage
tiw
na:U

nc las si fi ed:D
re x lervirida

e

KJ7
163
34:
Sta
phy
loc
occ
us
pha
ge
SA
97:
Phi
eta
viru
s:S
i ph
ovi
rida
e

KX
16
02
14
:La
cto
co
ccu
sp
ha
ge
98
10
3:U
nc
las
sifi
e d:
Sip
ho
vir
ida
e

KY9
7160

9:Ps
eud
omo

nas
pha
ge P

spY
ZU0

1:U
ncla

ssifi
ed:S

ipho
virid

ae

M
G 065671:Cam

pylobac ter phage
A120 :Unclass ified :Drexle rv iridae

AB
96
797
4:A
ura
ntim

ona
s p
hag
e A
mM

-1;
Un
cla
ssi
fied
;Po
dov
irid
ae

MF476
924:K

lebsiel
la phag

e YMC
15/11/

N53_K
PN_BP

:Uncla
ssified

:Sipho
viridae

KT
337
369

:Stre
ptoc

occ
us p

hag
e ph

iARI
083

1b;U
ncla

ssifi
ed;S

ipho
virid

ae

LR595862

EF0
577
97:
Vib
rio
v iru
s V
P8
82:
Ha
pun
avi
rus
:My
ov
irid
ae

MH791396:S
almonella pha

ge SeZq-1:C
hivirus:Sipho

viridae

KY
0 6
5 4
90
:S
tre
p t
o c
oc
cu
s
p h
a g
e
IP
P5
2:
Un
cl
as
s i
f i e
d:
Si
p
ho
vi
r i d
a e

M
G065679: Cam

pylob acte r p ha geA13 a:Un classif ie d:Drexle rvir idae

M
T1
19
76
6:
X
an
th
om
on
as
ph
ag
e
PB
R3
1:
Un
c l
as
si
fie
d:
P o
do
v i
rid
ae

KY979236:Flavobacterium phage FCV-10:Fic
leduovirus:Myov iridae

KT932699:Enterococcus phage vB_EfaS_IME198:S
aphexavirus:Siphoviridae

MK
672
802
:Vib

rio
ph
age

Va_
90-
11-
286

_p1
6:U
ncla

ssif
ied
:My
ovir
idae

JN
69
89
95
:M
yc
ob
ac
ter
ium
ph
ag
e D
ori
:U
nc
l as
si f
ied
:S
i ph
ov
i rid
ae

M
N
176228:B

a ci ll u s
phage

0
49M

L0 03:U
nclas si f ie d:S

i phov i ridae

M
K
4 4
82
2 8
:K
le
bs
i e
lla
ph
ag
e
S
T 1
5-
V
IM
1 p
hi
2 .
1:
U
nc
la
ss
ifi
e d
:M
yo
vi
r i
da
e

KY
08
78
98
: P
ec
to
ba
ct
er
iu
m
v i
r u
s
P
P
10
1:
Su
w
on
v i
r u
s :
Ch
as
ev
ir i
da
e

AY 216660:Esche ric hia
virusT1:Tunav irus:Drexlerv ir idae

MK448868:Streptococcus phage Javan188:Unclassifie d:Siphoviridae

M
G065641 :Cam

pylobacter phage
A14a:Un clas sified :Drexlervirid ae

M
K9
07
27
4:
Es
c h
er
ic
hi
a
ph
ag
e
vB
_E
co
S
-2
86
2I
II:
Rt
pv
iru
s:
D
re
xl
er
vi
rid
ae

LR5
958
68

KX
11
91
9 4
:H
el
ico
ba
ct
er
ph
ag
e
F r
G
12
G
:S
ch
m
id
vir
us
:P
od
ov
iri
da
e

H Q
20
13
08
:C
ro
no
ba
ct
e r
ph
a g
e
EN
T4
76
70
:U
nc
la
s s
i f i
ed
:S
i p
ho
vir
id
ae

M
T136606:Bac i llus

phage
vB_BceS_K

LE B30-3S:Lwoffv irus :Siphov iridae

MG5924
60:Vibrio

phage 1.
085.O ._1

0N.222.5
1.E3;Unc

lassified;U
nclassifie

d

E
F4
60
87
5:
En
t e
ro
ba
ct
er
ia
ph
ag
e
ph
iE
co
M
-G
J1
: U
nc
l a
ss
if ie
d:
M
yo
vi
r id
ae

MH142219:Acid ith iobacillus phage AcaML1;Unclassified;Myoviridae

KC
595

51 8:Brev ib aci ll us
vi rus

D
avi es :A bo uov irus:M

yo vi ri da e

KX
11
91
90
:H
eli
co
ba
ct
er
ph
ag
e
Pt
44
72
G:
S c
h m
id
vir
us
:P
o d
ov
iri
da
e

MN1
8488

6:Erw
inia

phag
e pEp

_SNU
ABM

_08:C
hiviru

s:Sip
hovir

idae

EU849489:Stenot rophomonas phage S1:Unclassif ied:Siphoviridae

CP019719:Paenibacillus phage phiERICV:Lilyvirus:Unclassif ied

JX442241:Lis
teria virus P70:H

omburgvirus:Siph
oviridae

LT841304 :Esch e ric hia
p h
a ge

vB_ Eco_s wan01;Unclas si fie d;S
iphov ir id ae

M
K4
4 8
83
1 :
S
tr e
pt
oc
o
cc
u s
ph
a g
e
Ja
v a
n 8
3:
U
nc
la
s s
if ie
d :
Si
p h
o v
iri
da
e

M
K9
07
26
6:
E
sc
he
ric
hi
a
p h
ag
e
vB
_E
co
S-
26
17
4I
V:
Rt
pv
iru
s:
D
re
xl
er
vi
rid
ae

EU
861
004
:St
aph
ylo
coc
cus

viru
s IP
LA
88
:Ph
ieta
viru
s:S
iph
ovi
rida
e

KJ572845:Vibrio phage X29 :Unclassified:Myoviridae

M
H7
91
40
2:
S
alm
on
el
la
ph
ag
e
Se
g z
_ 1
:U
nc
las
sif
ie
d:
Si
p h
ov
iri
da
e

MN3
1702

9:Ae
romo

nas
phag

e vB_
Ahy

S-A1
8P4:U

nclas
sified

:S iph
oviri

dae

EU
399
241

:Ha
lom
ona
s v
irus

HA
P1
:Ha
pun
avi
rus
:My
ovi
rid
ae

K
C
41
39
88
: S
tr e
pt
oc
oc
cu
s
ph
ag
e
ph
iS
T1
:U
nc
l a
ss
ifi
ed
:S
i p
ho
vi
r id
ae

KM389287:Escherichia phage Phi06_2987 S;Unclassified;Siphoviridae

JQ
82
31
23
:N
on
la
be
n s
v ir
u s
P1
20
24
L :
In
ha
vi
ru
s :
Si
ph
ov
iri
da
e

AY
954966 :S ta

ph ylococ cus
vi rus

88 :P h
iet avi rus: S

i phovi r idae

DQ 003642:Listeria phag e
A006 :Unclassif ied:S

iphovir idae

KX237515:Klebsiella phage vB_KpnS_KpV522:Webervir us:Drexlerv iridae

AY 954 961: S
t ap hyl ococcu s

p hage
RO
S
A :P hi e

ta v ir us:S iph
ovir i dae

MT002
875:Pse

udoalte
romon

as phag
e AL:Un

classifie
d:Sipho

viridae

KC821634:Cellulo
phaga phage phi47:1 :Un

classified:Myoviridae

JF
97
43
1 2
:V
ib
rio
ph
ag
e
pY
D
38
- A
;R
ou
fvi
ru
s;
Si
ph
ov
ir i
d a
e

KJ
746
502
:Rh
izo
biu
m p
hag
e v
B_
Rle
M_
PP
F1
:Un
c la
ss i
fied
:My
ovi
r ida

e

KM360178:Escherichia virus ep3:Jilinvirus:Myoviridae

MH05191 8:Enterobacteri a pha ge vB_EcoS_IME34 7:Uncla ssif ied:Drex lerviridae

Tree scale: 1

Viral Families

Ackermannviridae

Autographiviridae

Chaseviridae

Corticoviridae

Cystoviridae

Demerecviridae

Drexlerviridae

Herelleviridae

Inoviridae

Leviviridae

Lightbulbvirus

Microviridae

Myoviridae

Plasmaviridae

Podoviridae

Siphoviridae

Sphaerolipoviridae

MK
51
10
05
:P
seu
do
mo
na
s p
ha
ge
vB
_P
ae
_C
F8
1a
;U
nc
las
sif
ied
;U
nc
las
si f
ied

HE962497:Streptococcus v
irus SPQS1:Saphexavirus:Siph

oviridae

MH179
474:Aer

omonas
phage 6

2AhydR
11PP:U

nclass
if ied:My

oviridae

MK
448
998
:Str
ept
oco
ccu
s ph

age
Jav
an6

36:
Un
clas

sifi
ed:
Sip
hov
ir id
ae

MK
51
10
09
:Ps
eu
do
mo
na
s p
ha
ge
vB
_P
ae
_C
F1
36
b;U
nc
las
si f
ied
;U
nc
las
si fi
ed

MG59253
9:Vibrio ph

age 1.172
.O._10N.2

61.52.F
5;Unclass

ified;Unc la
ssified

KJ
60
81
89
:Le
uco
no
sto
c p
ha
ge
LL
C-
1;U
nc
las
sifi
ed
;Si
ph
ov
irid
ae

MK
075
003
:St
ap
hy l
oc
occ
us
ph
age

phi
SP
44-
1:P
hie
tav
iru
s:S
iph
ovi
rida
e

MH458951:B
acillus ph

age vB_BthS
_BMBphi:U

nclassified:S
iphoviridae

on
as
ph
ag
e J
BD
88
b;U
nc
las
sif
ied
;Si
ph
ov
iri d
ae

MK
51
10
04
:Ps
eu
do
mo
na
s p
ha
ge
vB
_P
ae
_C
F7
4b
;U
n c
las
sif
ied
;U
nc
las
si f
i ed

MK
80
168
2:S
tap
hy l
oco
cc u
s p
hag
e S
AP
33:
Ph
ieta
viru
s:S
iph
ovi
rida
e

MK4
488

91:
Stre

pto
cocc

us p
hag
e Ja

van
266
:Un

clas
sifie
d :Si

pho
vir id

ae

MH
837
542
:La
cto
bac
i llu
s p
ha
ge
LR
1:U
ncl
ass
ifie
d:S
iph
ov i
rid
ae

MK
448

97
0:S
trep

toc
occ
us p

ha
ge J

ava
n51
6:U
ncl
ass
ifie
d:S
iph
ovir
idae

KT33
7355

:St re
ptoc

occu
s ph

age
ph iA

RI04
68-1

:Unc
lassi

fied:
Siph

ovirid
ae

KY06
5478

:Strep
tococ

cus p
hage

IPP3
8:Un

class
ified:

S iph
ovirid

ae

HG79
9490:

Strept
ococ

cus p
hage I

C1 ;Un
classi

fied ;S
iphovi

ridae

KY0
654

74:S
trep

toco
ccu
s ph

age
IPP
34:U

ncla
ssifi

ed:S
ipho

vir id
ae

MN128593:Lis
teria phage LP

-031:Homburgv
irus:Siphovirida

e

JN
70
05
20:
Sta
phy
loc
oc
cus
pha
ge
StB
12:
Un
c la
ssi
fied
:S ip

ho
vir
ida
e

MH618488:Enterococcus phage vB_E
faS_HEf13:Saphexavirus:Siphovirida

e

FR67
140

5:S tre
ptoco

ccus
phag

e V22
;Uncl

assifi
ed;Un

class
ified

KU
98
10
50
:W
eis
se
lla
pha
ge
WC
P3
0:U
nc
l as
si f
ied
:Si
ph
ov
irid
ae

MG5924
90:Vibrio

phage 1.1
16.O._10

N.222.52
.C10;Un

classified
;Unclassi

fied

MK4
488
73:S

trep
toco

ccu
s ph

age
Jav
an2
02:U

ncla
ssif
ied:
Siph

ovir
idae

AY
23
67
56:
La
cto
ba
ci ll
us
vi ru
s p
h iJ
L1
:Co
etz
ee
v iru
s :S
iph
ovi
rid
ae

LN681
541:Clo

str idium
phage

phiMM
P01;L

ubbock
virus;M

yoviri
dae

KY0
65451

:Strep
tococ

cus p
hage

IPP9:U
nclas

sified:
Sipho

virida
e

MH299806:Liste
ria phage LP-KV02

2:Homburgvirus:Si
phovir idae

MK
51
10
10
:Ps
eu
do
mo
na
s p
ha
ge
vB
_P
ae
_C
F1
77
c;U
ncl
as
si fi
ed
;U
nc
las
si fi
ed

KY06
5473

:Strep
tococ

cus p
hage

IPP32
:Uncl

assifi
ed:Si

phovi
ridae

k14
91
764
85
5

JQ246028:C
lostridium p

hage phi807
4-B1:Uncla

ssified:S ipho
viridae

MG5925
58:Vibri

o phage
1.189.C.

_10N.28
6.51.B5;U

nclassif
ied;Uncla

ssified

KY06
5477

:Stre
ptoco

ccus
phag

e IPP
37;Un

clas
sified

;S iph
ovirid

ae

KY
653
116
:St
ap
hyl
oc
occ
us
pha
ge
IME
13
18_
01:
Un
cla
ssi
fie
d:S
iph
ovi
rida
e

MK
448

673
:Str
ept
oco
ccu
s ph

age
Jav
an1
19:
Unc

lass
ifie
d:S
ipho

viri
dae

PA
E_
BP
:Un
cla
ss
if ie
d:S
i ph
ov
irid
ae

MK
448

705
:Str
epto

coc
cus

pha
ge J

ava
n21

5:U
nc
lass

ified
:Sip

hov
irida

e

KT3
3734

0:St
repto

cocc
us p

hage
phiA

RI00
31:U

ncla
ssif
ied:S

iph o
virid

ae

AY9
549
53:
Sta
ph
ylo
coc
cus

viru
s 8
5:P
hie
tav
irus
:Sip
hov
irid
ae

BP
:U
nc
las
sif
ied
:S
i ph
ov
irid
ae

MN114082:Listeria p
hage LP-010:Hombu

rgvirus:Siphov iridae

MK
511
00
3:P
se
ud
om
on
as
ph
a g
e v
B_
Pa
e_
CF
65
a;U
nc
las
si f
i ed
;Un
cla
ssi
fie
d

JN
70
05
19:
Sta
phy
loc
occ
us
ph
age

StB
27:
Un
cla
ssi
fied
:Si
pho
viri
dae

MK
448
957

:Str
ept
oc
occ
us
pha
ge
Jav
an4
84:
Un
clas
sifi
ed:S

iph
ovi
rida
e

MG6762
23:Vib

rio phag
e ValSw

3-3;Uncl
assified;

Siphovir
idae

MH
809
52
8:L
act
ob
ac i
llus
ph
ag
e S
ab
az
ios
:Co
etz
ee
vi ru
s :S
iph
ov
irid
ae

KT3
3735

6:Str
ep to

cocc
us p

hage
phiA

RI04
68-2

:Unc
lass

ified
:Siph

oviri
dae

KY06
5500:

Strept
ococc

us pha
ge IP

P64:U
nclass

ified:S
iphovi

ridae

KT9954
79:Baci

llus pha
ge BM5

:Unclas
sified:M

yovirid
ae

MK
511
01
4:P
se
ud
om
on
as
ph
ag
e v
B_
Pa
e_
BR
24
3a
;Un
cla
ssi
fied
;U
nc
las
si f
ied

MK
448
941
:Str
ept
oc
occ
us
pha
ge
Jav
an4

46:
Un
clas
sifie

d:S
ipho

vir
idae

MG
765
27
5:L
act
oba
cil l
us
ph
age

Ba
ssa
rid
:C
oet
zee
viru
s:S
iph
ov
irid
ae

KX912
252:Pse

udoalte
romona

s phag
e PHS3

:Unclas
sified:S

iphovir
idae

MG5925
57:Vibr io

phage 1.
189.B._1

0N.286.
51.B5;U

nclassi
fied;Uncl

assif ied

MK
448

704
:Str
ept
oco
ccu
s p
hag

e Ja
van
213

:Un
cla
ssif
ied
:Sip
hov

irida
e

KT
626
44
6:B
aci
ll us
ph
ag
e p
hi4
B1
:Un
cla
ssi
fied
:Si
ph
ovi
rid
ae

KJ094025:Lis
teria phage LP

-032;Homb
urgvirus;Siph

oviridae

ifie
d:S
iph
ov
irid
ae

i ri d
ae

MN114083:Listeria ph
age LP-013:Homburgv

irus:Siphoviridae

MK
448
944
:Str
ept
oco
ccu
s ph

age
Jav
an4
52:
Unc

lass
ifie
d:S
ipho

viri
dae

KT3
3733

9:S
trep

toco
ccus

pha
ge p

hiAR
I000

4:Un
clas

sifie
d:Si

phov
irida

e

KY0
654

75:S
trep

toco
ccus

pha
ge IP

P35
:Unc

lass
ified

:Sip
hov
irida

e

MK
448
692

:St
rep
toc
occ
us
pha
ge
Jav
an1
73:
Un
clas

sifi
ed:
Sip
hov
irid
ae

eu
do
mo
na
s p
ha
ge
F_
ET
24
39
sp
/E
T6
02
;U
nc
las
sif
ied
;Un
cla
ss
ifie
d

e

KY
74
42
40
:W
eis
se
lla
ph
ag
e P
Wc
:Un
cla
ss
i fi e
d:S
iph
ovi
r id
ae

KY065
486 :S

treptoc
occus

phage
IPP4

6:Unc
lassifie

d:Siph
ovir ida

e

KJ094020:Lis
teria virus LP

26:Homburgv
irus :Siphoviri

dae

JX
48
60
87
:La
cto
ba
cil l
us
v iru
sA
TC
C8
01
4:C
oe
tze
evi
rus
:Si
pho
v ir
ida
e

MK
448
945

:Str
epto

coc
cus

pha
ge
Jav
an4

54:U
ncla

ssif
ied
:Sip

hov
irid
ae

KT3
373

54:S
trep

toco
ccus

pha
ge p

hiA
RI0
462

:Unc
lass

ified
:Sip
hov
irida

e

KT33
7353

:Stre
ptoc

occu
s p h

age
phiA

RI0 4
60-2

;Unc
la ssi

fied;S
ipho

virida
e

MK
448
775
:Str
epto

coc
cus

pha
ge
Jav
an4
89:
U nc

lass
ified

:Sip
hov
ir ida

e

KT33
7341:

Stre
ptoco

ccus p
hage

phiAR
I0131

-1:Un
clas

sified:
Sipho

virida
e

MN904502:L
is teria phage L

P-018:Hombur
gvirus:Siphovir

idae

KM983327
:Clostridiu

m phage
phiCT453A

:Unclassif
ied:Myoviri

dae

MK
448

794
:Str
epto

coc
cus

pha
ge J

ava
n52

5:U
ncl
ass
ified

:Sip
hov
irida

e

KJ094021:Listeria
virus LP114:Hom

burgvirus:Siphovi
r idae

as
p h
ag
e D
O4
;U
nc
las
sif
ied
;S
i ph
ov
irid
a e

MK
51
10
11:
Ps
eu
d o
mo
na
s p
ha
ge
vB
_P
ae
_C
F2
13
a;U
nc
las
si fi
ed
;Un
cla
ss
ifie
d

KY065
476:S

trepto
coccus

phage
IPP36

:Uncla
ssif ied

:S ipho
virida

e

LN681
542:C

lostridi
um pha

ge ph i
MMP03

;Lubbo
ckvirus

;Myovi
ridae

KP836356:M
arinitoga

camini viru
s 2:Unclass

if ied:Siphov
iridae

Si
ph
ov
irid
a e

KT3
373

49:S
trep

toco
ccu
s ph

age
phiA

RI0
399

;Unc
lass

ified
;Sip

hovi
rida

e

MK
51
10
13
:Ps
eu
do
mo
na
s p
ha
ge
vB
_P
ae
_B
R1
61
a;U
nc
las
s if
ied
;Un
cla
ss
ifie
d

MG
765
27
8:L
act
oba
c ill
us
pha
ge
Si
len
us:
Co
etz
eev
irus
:Si
ph
ovi
rid
ae

MN592
896:Alte

romon
as phag

e XX19
24:Unc

lassif ied
:Siphov

iridae

HG79
9496:

Strep
tococ

cus p
hage

K13;U
nclas

sified;
S ipho

virida
e

KT3
373

62:S
trep t

ococ
cus p

hage
phiA

RI0
598b

;Unc
lassi

fied;
Siph

ovir id
ae

MK
51
10
06
:P
seu
do
mo
na
s p
ha
ge
vB
_P
ae
_C
F1
18
a ;U
nc
las
sif
i ed
;U
nc
las
si fi
ed

KT33
7352

:S tre
p toco

ccus
phag

e ph
iARI

0460
-1:U

nclas
sified

:Siph
ovirid

ae

JF731128:Enterococcus virus SA
P6:Saphexav irus:Siphoviridae

cla
ss
if ie
d;U
nc
l a
ss
if ie
d

KT3
3736

7:Str
epto

cocc
us p

hage
phiA

RI08
26b;

Uncl
assif

ied;S
iphov

irida
e

MG5925
59:Vibrio

phage 1
.189.O._

10N.286 .
51.B5;U

nclassifi
ed;Uncla

ssified

KY06
5505

:Strep
tococ

cus p
hage

IPP69
:Uncla

ssifie
d:Sip

hovirid
ae

MK721194:Enterococcus
phage vB_E faS_Ef7.1:Sap

hexavirus:Siphoviridae

MK721189:Enterococcu
s phage vB_EfaS_Ef2.2:S

aphexavirus:Siphoviridae

MK
801
683
:Sta

phy
loc
occ
us
pha
ge
SA
P4
0:P
hie
tav
irus
:Si
pho

viri
dae

MK
448
388
:Str
ept
oco
ccu
s sa

telli
te p
hag
e J
ava
n25
9:U
nc
las
sifie
d:U
ncl
ass
ified

KP836355
:Marinitoga

camini viru
s 1:Unclass

ified :Sipho
viridae

KJ024
807:B

acillus
phage

vB_Bt
S_BMB

tp3:Un
classif

ied:Sip
hovirid

ae

KY06
5472:

Strep t
ococc

us ph
age IP

P31:U
nclas

sified
:Sipho

virida
e

HG53
1805:C

lostrid
ium ph

age C
DMH1

;Lubbo
ckvirus

;Myov
iridae

MK
448
765

:Str
epto

coc
cus

pha
ge J

ava
n45

9:U
ncl
ass
ified

:Sip
hov
irid
ae

KT33
7365

:St re
ptoc

occu
s pha

ge ph
iARI

0746
:Unc

lassi
fied:S

ipho
virida

e

KY06
5488

:St rep
tococ

cus p
hage

IPP5
0:Un

class
ified:

Sipho
virida

e

KY0
654

56:S
trep

toco
ccu
s ph

age
IPP

15:U
ncla

ssifi
ed:S

ipho
virid

ae

MG59250
5:Vibrio

phage 1.1
34.O._10

N.222.52.
B8;Uncla

ssified;Un
class if ied

EF
116
926
:Str
ept
oco
ccu
s p
hag
e S
MP
:Un
cla
ssif
ied
:Si
pho

viri
da
e

JX126920:L
isteria virus L

P37:Hombur
gvirus:Sipho

viridae

MK
075
006
:St
aph
ylo
coc
cus
pha
ge
phi
SP
119
-3:
Phi
eta
v iru
s:S
iph
ov i
rida
e

MG5925
43:Vibrio p

hage 1.17
6.O._10N.

261.55.F5;
Unclassif ie

d;Unclass
ified

KJ41
7497

:Str
ep toc

occu
s ph

age S
pn1:

Uncla
ssifie

d:Sip
hovir

idae

51
10
01
:P
se
ud
om
on
as
ph
ag
ev
B_
Pa
e_
CF
23
a;U
nc
la s
si fi
ed
;U
nc
las
si f
ie d

KY0
6549

7:St
rept

oco
ccus

phag
e IP

P6 1
:Unc

lass
ified

:Siph
oviri

dae

AB
370
205

:Sta
phy
loc
occ
us
viru
s p
hiM
R2
5;P
hie
tav
iru
s;S
iph
ovi
rida
e

JX126919:List
eria v irus LP110

:Homburgvirus :S
iphoviridae

MK
448

953
:Str
epto

coc
cus

pha
ge J

ava
n47

4:U
ncla

ssif
ied:
Sip
hov
ir ida

e

MK
51
10
15
:P
se
ud
om
on
as
ph
ag
e v
B_
Pa
e_
BR
31
3c
;U
ncl
as
sif
ied
;U
n c
las
sifi
ed

FR6
714

10:S
trept

ococ
cus p

hage
8140

;Unc
lass

ifie d;
Unc

lassi
fied

FR6
714

06:S
trep

toco
ccu

s ph
age

040
922

;Unc
lass

ified
;Unc

lass
ified

MK
448

946
:Str
ept
oc
occ
us
pha
ge
Jav
an4

56
:Un
c las

sifie
d:S
ipho

viri
dae

DQ466
086:C

lostridiu
m virus

phiC2
:Lubbo

ckvirus
:Myovi

ridae

MK
51
10
16
:Ps
eu
do
mo
n a
s p
ha
ge
vB
_P
ae
_B
R1
41
b;U
nc
l as
si fi
ed
;U
ncl
ass
i fie
d

71
0:P
se
ud
om
on
as
ph
ag
e J
BD
44
:U
nc
las
sif
ied
:S
ip h
ov
irid
a e

KY06
5450

:Stre
ptoco

ccus
phag

e IPP
8:Un

class
if ied:

Sipho
virida

e

MK
51
1 0
02
:Ps
eu
do
mo
na
s p
ha
ge
vB
_P
ae
_C
F5
7a
;U
nc
las
sif
ied
;Un
cla
ss
ifie
d

MN103542:Enterococ
cus phage vB_EfaS_EF

1c55:Saphexavirus:Sip
hoviridae

FR671
411:St

reptoc
occus

phage
2167;

Uncla
ssif ied

;Uncla
ssified

MK
448
79
5:S
trep

toc
occ
us p

hag
e J
ava

n52
7:U
ncl
ass
ified

:Sip
hov
irida

e

KY0
654

80:S
trep

toco
ccu

s ph
age

IPP
40:U

ncla
ssifi

ed:S
ipho

virid
ae

ud
om
on
as
ph
ag
e J
BD
94
b;U
nc
las
sif
ied
;S
iph
o v
i ri
da
e

CP003
186:Th

ermoan
ae roba

cterium
phage T

HSA-4
85A:U

nclassif
ied:Sip

hovirida
e

KT3
373

51:S
trep

toco
ccu
s p
hag

e ph
iAR

I045
5b;U

ncla
ssif
ied;
Siph

ovir
ida e

KY
65
311
7:S
tap
hyl
oco
ccu
s p
ha
ge
IME
13
23_
01:
Un
cla
ss i
fied
:Si
pho
viri
da
e

HG7
9949

7:St
repto

coc
cus p

hage
DCC

1738
;Unc

lass
ified

;Sip
hovir

idae

MH791415:Enterococcus phage EfsWh-
1:Saphexav irus:Siphoviridae

KY0
654
52:S

trep
toco

ccu
s ph

age
IPP
10:U

ncla
ssifi

ed:S
ipho

vir i
dae

JN
05
11
54:
Pe
dio
co
ccu
s v
iru
s c
IP1
:Co
etz
ee
viru
s :S
i ph
ov
irid
ae

MK
448

738
:Str
epto

coc
cus

pha
ge
Jav
an3

55:U
ncl
assi

fied
:Sip
hov

irida
e

MK
504
44
2:L
ac
tob
aci
l lus
pha
ge
3-S
AC
12:
Un
cla
ss i
fie
d:M
yov
irid
ae

KJ7
163
34:
Sta
phy
loc
occ
us
pha
ge
SA
97:
Phi
eta
viru
s:S
i ph
ovi
rida
e

KT
337
369

:Stre
ptoc

occ
us p

hag
e ph

iARI
083

1b;U
ncla

ssifi
ed;S

ipho
virid

ae

MG5924
60:Vibrio

phage 1.
085.O ._1

0N.222.5
1.E3;Unc

lassified;U
nclassifie

d

JX442241:Lis
teria virus P70:H

omburgvirus:Siph
oviridae

EU
861
004
:St
aph
ylo
coc
cus

viru
s IP
LA
88
:Ph
ieta
viru
s:S
iph
ovi
rida
e

MT002
875:Pse

udoalte
romon

as phag
e AL:Un

classifie
d:Sipho

viridae

LR597636

MH341451: Lis ter ia phage
PSU -VKH -LP019:Unclassif ied:Siphovir idae

MK510965:Pseudomonas phage vB_Pae_C

KX522

MK510964:Pseudomonas phage vB_Pae_CF28b;U

LR597643

LR597652

MK510975:Pseudomonas phage vB_Pae_CF145a;Unclass ified;Unclass

M
K44876 2:Strep tococcus phage

MG271909:Synechoco

M
K4 48791: Str eptococcus

MK510976:Pseudomonas phage vB_Pae_CF165a;Unclassified;Unclassifie

AY894696:Bacillus thuringiensis phage
MZTP02;Uncl assi fied;S iphov iridae

KJ959591:Pseudomonas phage PAN7

LR595866

MN176223:Bacil lus phage 031MP00 3:Saundersvi rus:Siphoviridae

KR053195:Gordon ia phage GMA1:U
nclassified:Siphoviridae

LR595865

LN881738:E
scher ichia

pha ge slur17;Unclass ified; Siphoviridae

MK279841 :Streptomyces vi rus
H iyaa:Hiyaavirus:Siphovi ridae

KR905067:Lactobacil lus phage CL2:Unclassified:S
iphoviridae

LR595864

JX871397:Enterobacteria phage phi80:Ravinvi rus:Siphoviridae

LR597644

K
R905066:Lactobacil lus phage CL1: Unclassif ied:S iphoviridae

MN176229 :Baci llu s phage
055SW001:Saundersvirus:Siphoviri dae

MK510986:Pseudomonas phage vB_Pae_BR213a;Unclassified;Unclassified

MN176226:Bacil lus phage 035J T001:Sau ndersvirus :Sipho viridae

KY0924 80:Stre ptom
yces virus Pi card:Picardvirus:Siph ovi ridae

KT898133 :Aeromonas ph

MK305888:Strep tomyces virus Austintatious:Austin tatiousvi ru s:Sipho viridae

KT970646:Bac illusphage phiS58:Unc lass ified:Siphoviridae

AB16197

LR595863

MK448683 :Streptococcus phage Ja van1 49:Unclassif ied: Si phoviridae

M
G784342:Bacillus

phage
C
armen17: Unc lassif ied :Siphovir ida e

JQ086371:Enterobacter ia phage HK225:Ravinvirus:Siphoviridae

MK
044829:Str ep tococcu s

phage
109751 :Unc lassif ied: Sipho viridae

LR597650

KY092481:Streptomyces viru s PapayaSalad:Au stin tatiousvi rus:Siph ovirida e

JQ182735:Escherichia virus HK629:Lambdavirus:Si phov iridae

M

MK510968:Pseudomonas phage vB_Pae_CF55b;Unc

HQ268735:Streptococcus phage Dp-1:Unclassifi ed:Siphovir idae

MK510988:Pseudomonas phage vB_Pae_BR299a;Unclassified;Unclassified

KY065465 :Stre ptococc us phage
IPP24:U nclas sified :Siphovirid

MK510971:Pseudomonas phage vB_Pae_CF79a;Unclassified;U

KF183314:Oenococcus phage phiS11:Unclassi fied:Siphovir idae

MK510985:Pseudomonas phage vB_Pae_BR204a;Unclassified;Unclassifi ed

KT232076 :Escherichia virus Lambda:Lambdavirus :S iphoviridae

LR597639

M
K843319:Bacillus phage vB_BthS -TP21T:Uncl assif ied:S iphovir idae

M
K4487 93:Str epto coccus

phag e Jav an52 3

HE614281:S taphylococcus phage
SpaA1;Unclassif ied;Siphoviridae

EU078592:Escherichia virus DE3:Lambdavirus:Siphoviridae

M
K4 486 86:Str epto coccu s

pha ge
J avan 157 :Un

AJ609634:Streptococcus phage EJ-1;Unclassif ied;Myovi ri dae

MN176222:Bacil lus phage 022DV001 :Saundersvirus:Siphoviridae

KY0924 82:Strep tomyce s phage Mojorita:Uncla ssif ied:Siphovirida e

M
K448 949:S trep tococ

MK510969:Pseudomonas phage vB_Pae_CF60a;Unclass

MK510984:Pseudomonas phage vB_Pae_BR200a;Unclassified;Unclassified

M
K4 4878 8:St repto coccus ph

LR597651

HQ9

LR597635

MK510990:Pseudomonas phage vB_Pae_BR133a;Unclassified;Unclassified

KY092483 :Streptomyce s ph age Bioscum:Unclassified:Siphovir idae

KY092484 :S tre ptomyces viru s Rale igh:Ralei ghvirus:Si phovirida e

M
K448 86 2:Stre pto coccu s

ph age
Jav an178:U

nclass if ie

KJ920400:Bacill us phage W
aukesha92:Unc lassif ied:S

iphoviridae

MK510992:Pseudomonas phage vB_Pae_BR144a;Unclassified;Unclassified

M
K4489 58:Stre ptoco ccus p hage

Javan 4

M
K448 960:S

KP399677:L iste ria
phage vB_LmoS_188:U nclass ified:Siphovir idae

MK241539:Alteromonas phag

AY0502 45:Tem
per ate

p hage
phiNIHK

MK448910:Streptococcus phage Javan336:Unclassif ied:Myovir idae

MK510978:Pseudomonas phage vB_Pae_CF208a;Unclassified;Unclassified

LR595859

HQ906663:W

LR597648

M
K44 895 1:Str epto coccu s phage

Javan47 0:Unc la s

M
K44896

M
H598512: Bacillus phage W

es44:U ncla ssified: Siphovirid aeM
K 448959:S tre

CP025712:Escher ichia phage YDC107_1:Ravinvirus:Siphoviridae

HE614282:Bacillus phage BceA1;Unclassif ied;Siphoviridae

KF147927:Oenococcus phage
phi9805:Unclassi fied:Siphoviridae

MK510970:Pseudomonas phage vB_Pae_CF67a;Unclassifie

KY092479:Strep tomyces virus Id idsumt inwong:Austin tat io usvirus:Siphovi ri dae

MK510987:Pseudomonas phage vB_Pae_BR233a;Unclassified;Unclassified
AF064539:Escherichia virus N15:Ravinvirus:Siphoviridae

K T970645:Bacill us phage
phi4J1:Unclass ified:S iphoviridae

LR595861

KY707339:Pseudomonas phage

AY133112:Vibrio

JQ619704:Bacillus phage
PBC1: Unc lass ified :S

ipho viridae

M
K44 8

JQ182730:Enterobacteria phagemEp237:Ravinv ir us:Siphoviridae

DQ163912 :Pseudomonas phage F

LN681535:C
los tr idi um

phage phiCD111;Un classified;S
iphov iridae

GU229986: Bacillus
virus 250:Cecivirus :Sip hoviridae

MH547045:Enterob acteria phage
O276:Lambdavi rus:Siphovi ridae

KX965989:Aeribac illus phage
AP45:Unc lass ified:Myoviridae

KX198612:Pseudomonas phage MD8:Un

MK448733 :Strepto coccus ph ageJa van 345 :Uncla ssified :S

KY629621:S treptococcus vi rus M
S1:Unclassified:Siphoviridae

LR595850

JQ086376:Escherichia vir us HK630:Lambdavir us:Siphoviridae

MN17622 4:Bacil lus phage 031MP002 :Saundersvirus:Siphoviridae

MN176225:Bacill us phage 031MP004:Saundersvirus:Siphovi ridae

MK449010:Streptococcus phage Javan90:U
nclassi fied:Siphoviridae

MK510974:Pseudomonas phage vB_Pae_CF140a;Unclassified;Unc

JX18237 1:Streptomyces phage SV1:Unclassified:Siphovirid ae

KF1

LN681536:Clos tr idium
phage phiCD146;Uncl assified;Siphov ir idae

FN582354:Enterobacteria phage phi80;Lambdavirus;Siphoviridae

FN297812:Vib

k1491849667

LR595860

MK510963:Pseudomonas phage vB_Pae_CF24

LAMCG:Esche richia v irus Lambda;Lambdavirus ;S iphoviridae

GU568037:Deep-sea
thermophili c

phage D6E:Unclassif ied:Myoviridae

JX556417:Vibrio viru

M
K448904 :Strept ococcus

phage
Ja van316:U nclassifie d:Sip hov iridae

HM
568888:Clost ridium

phage phi C
D38-2:Unc las sified:Siphov iridae

KU
057941:Clost rid ium

phage
C
DSH1:U nc lassif ied:Siphovi ridae

KR905070:Lactobacill us
phage iLp1308:Uncl assified:Siphovi ridae

M
K4489 54:Str epto

MK448833:Streptococcus pha ge Javan87:Uncl assif ied:Si phovir idae

LR597653

LR595862

KM389287:Escherichia phage Phi06_2987 S;Unclassified;Siphoviridae

DQ 003642:Listeria phag e
A006 :Unclassif ied:S

iphovir idae

MG592499:Vib rio phage 1.124.O._10N.286.49.B1;Unclassif ied;Unclassified

MG592542:Vibrio phage 1.175.O._10N.261.55.B3;Unclassified;Unclassified

MK510965:Pseudomonas phage vB_Pae_CF34a;Unclassified;Unclassif ied

MK291445:Paracoccus phage vB_PyeM_Pyei1:Unclassified:Myoviridae

KX522565:Wolbachia phage WO:Unclassified:Myoviridae

MK510964:Pseudomonas phage vB_Pae_CF28b;Un

k1491459596

KF854250:Vibrio phage VP_EVC_2013;Unclassified;Myoviridae

KY979240:Flavobacterium phage V157:Ficleduovirus:Myovir idae

MF959999:Marinobacter phage PS3:Unclassified:Siphoviridae

MG592392:Vibrio phage 1.005.O._10N.286.48.F2;Unclassified;Unc lassified

MN180250

MG271909:Synechococcus phage S-LBS1:Unclass if ied:Siphoviridae

MG592435:Vibrio phage 1.055.O ._10N.286.55.E9;Unclassif ied;Unclassif ied

KY979245:Flavobacterium phage VK48:Ficleduovirus :Myovir idae

MG280946:S
almonella p

hage KFS-S
E1:Chivirus:S

iphovir idae

MG592472:Vibrio phage 1.100.O._10N.261.45.C3;Unclassified;Unclassified

KY979237:Flavobacterium phage FCV-16:Ficleduo
virus :Myoviridae

KC1395
12 :Salm

onella v
irus FSL

SP088:C
hivirus:S

iphovirid
ae

KY951963:Flavobacterium phage FCV-3:Ficleduovirus:M
yovir idae

KJ959591:Pseudomonas phage PAN70;Unclassified;Siphoviridae

JN8715
91:Salmon

ella virus
SPN19:C

hivirus:Sip
hoviridae

MG592547:Vibrio phage 1.181.O ._10N.286.46.C9;Unclassified;Unclassified

MG592395:Vibrio phage 1.009.O._10N.261.51.C9;Unclassif ied;Unclassified

AP014887:Vibrio phage CKB-S1;Unclassified;Myoviridae

MG592414:Vibrio phage 1.030.O._10N.222.55.F9;Unclassified;Unclass if ied

KY979241:Flavobacterium phage V165:Fic leduov irus:Myovir idae

HQ317392:Cellul
ophaga phage ph

iSM;Unclassifie
d;Myoviridae

KT898133 :Aeromonas phage phiARM81ld:Unclassified:Myoviridae

KJ545483:Vibrio phage phi 2:Unclassif ied:Myoviridae

GU936715:Synechococcus phage S-CBS3:Unclassif ied:Siphoviridae

KU927500
:Salmonella

phage 118
970_sal1:Ch

ivirus:Sipho
vir idae

MG592451:Vibrio phage 1.075.O._10N.286.55.B10;Unclassif ied;Unclassified

KM873719:Flavobacterium virus FCL2:Fic leduo
virus:Myoviridae

AB161975 :Wolbach ia phage WOcauB1;Unclassified;Unclassified

KY979246:Flavobacterium phage VK52:Ficleduovirus:Myovir idae

KY979238:Flavobacterium phage FCV-20:Ficleduovirus:My
oviridae

KR2966
91:Salmo

nella phag
e 37:Ch

ivirus:Sip
hoviridae

MG592467:Vibrio phage 1.093 .O._10N.286.55.E10;Unclassif ied;Unclassified

MF614627:Sin
orhizobium phag

e phi2LM21:Unc
lassified:Siphovir

idae

HM480106:Synecho coccus phage S-CBS1:Unclassified:Siphoviridae

KR29668
9:Salmon

ella phag
e 35:Chiv

irus:S iph
oviridae

LR0269
98:Bacte

riophage
sp.:Uncla

ssif ied:U
nclassif

ied

MN180251

MK510968:Pseudomonas phage vB_Pae

KT160311:Vibrio phage H188:Unclass if ied:Myoviridae

MK5109

KY622015:Shewanella phage SppYZU01:Unclass if ied:Myoviridae

MN180252

MG592526:Vibrio phage 1.158.O._10N.261.45.E12;Unclassified;Unclassified

AY328852:Vibrio phage VP16T;Unclassified;Myov iridae

MG592468:Vibrio phage 1.094.O._10N.286.55.E12;Unclass if ied;Unclassified

MK286
578:Sa

lmonella
phage S

eason1
2:Chivir

us:S p

JX09449
9:Salmon

ella viru
s Chi:Ch

ivirus:Sip
hoviridae

MG592432:Vibrio phage 1.050.O._10N.286.48.A6;Unclassified;Unclassified

MK510969:Pseudomonas ph

MG592401:Vibrio phage 1.017.O._10N.286.55.C11;Unclassified;Unclassified

HQ906662:Wolbachia endosymbiont wVitA of Nasonia vitr ipennis phag e WOVitA1;Unclassified;Unclassified

KY620117:S
almonella p

hage BSPM4
:Chivirus:Sip

hoviridae

KC821630:Cellulopha
ga phage phi3:1:Uncla

ssified:Myoviridae

MK241539:Alteromonas phag e P24:Unclassified :Siphoviridae

KX196154:Shewanella phage SFCi1:Unclassified:Myoviridae

MH142220:Acidithiobacillus phage AcaML1;Unclassified;Myoviridae

KR131710:Fusobacterium phage Funu1:Unclassif ied:Myoviridae

KC821629:Cellu lopha
ga phage phi38:2:Un

classified:Myoviridae

MG592531:Vibrio phage 1.164.O._10N.261.51.A7;Unclassified;Unclassified

KY979247:Flavobac terium phageVK58:Fic leduovirus:Myov ir idae

HQ906663:Wolbachia endosymbiont wVitA of Nasonia vitr ipennis phage WOVitA2;Unclassified;Unclassified

KC821616:Cellu lo
phaga phage phiSM

:Unclassified:Myov
iridae

MG592431:Vibrio phage 1.049.O._10N.286.54.B5;Unclassified;Unclassified

KY979239:Flavobacterium phage V156:Ficleduovirus:Myoviridae

KX231828:Enterobacter phage Arya:Jilinvirus:Myoviridae

MN180249

KY979244:Flavobacterium phage VK42:Fic leduovirus:Myov ir idae

MK249308:Sal
monella phage

TS13:Chivirus:
Siphoviridae

MG711461:Faecalibacterium phage FP_Lagaffe:Unclassified:Myoviridae

MK510970:Pseud

KY992519:Flavobacterium phage V175:Ficleduovirus:Myovir idae

MG711467:Faecalibacterium phage FP_Taranis:Unclassif ied:Myoviridae

KY707339:Pseudomonas phage JBD68:Unclassified:Siphoviridae

AY133112:Vibrio virus VHML:Vhmlvirus:Myoviridae

KC13951
5:Salmon

ella virus F
SLSP088

:Chivirus:S
iphovirida

e

KY979243:Flavobac terium phage VK20:Ficleduovirus:Myoviridae

MG592541:Vibrio phage 1.174.O._10N.261.55.A8;Unclassified;Unclassified

MH884510:Exiguobacterium phage vB_EalM-137:Unclassified:Myoviridae

CP017837:Pro teobacteria phage MWH-Nonnen-W8red 2;Unclassified;Unclassif ied

DQ163912 :Pseudomonas phage F10:Unclassified:Siphoviridae

AY328853:Vibrio phage VP16C;Unclassified;Myoviridae

KJ018213:Shewanella sp. phage 1/44:Unclassified:Siphoviridae

MG711466:Faecalibacte rium phage FP_Toutat is:Unclassified :Myoviridae

KY979235:Flavobacterium virus FCV1:Ficleduovirus:Myovirid
ae

KY992520:Flavobacterium phage V181:Ficleduovirus :Myoviridae

KC67766
2:Sa lmone

lla virus iEP
S5:Chiviru

s:Siphov
iridae

KC821610:Cellulo
phaga phage phi3

ST:2 :Unclassified :
Myov iridae

KP296792:Paen ibacillus virus Lily:Lilyvirus:Unclassified

KX198612:Pseudomonas phage MD8:Uncla ssified:Siphoviridae

KC1395
19:Salm

onella
virus FS

LSP030
:Chiviru

s:S iphov
iridae

AB036666:Wolbachia phage WO;Uncla ssified;Unclassified

MG592572:Vibrio phage 1.201.B._10N.286.55.F1;Unclassified;Unclassified

MG592590:Vibrio phage 1.223.O._10N.261.48.A9;Unclassified;Unclassified

MG592611:Vibrio phage 1.246.O._10N.261.54.E10;Unclassified;Unc lassified

MG711462:Fae
calibacterium p

hage FP_Epona
:Unclassified:M

yovir idae

MG592458:Vibrio phage 1.083.O._10N.286.52.B9;Unclassified;Unclassified

MG592462:Vibrio phage 1.087.A._10N.261.45.F9;Unclassified;Unclassified

JX507079:Acidithiobacillus phage AcaML1:Unclassified :Myoviridae

LR596903

KM000061 :Pseudoalteromonas phage B8b;Unclassified;Siphoviridae

KY979242:Flavobac terium phage V182:Ficleduovirus:Myovir idae

MH445500:Alteromonas phage JH01:Unclassified:Siphoviridae

FN297812:Vibrio phage VP585;Vhmlvirus;Myovir idae

MG592666:Vibrio phage 2 .096.O._10N.286.48.B5;Unclassified;Unclassified

KM366098
:Salmonella

phage BP
12C:Chiviru

s:Siphovirid
ae

MH791395:S
almonella pha

ge SeWh-1:C
hivirus:Siphov

iridae

MK510963:Pseudomonas phage vB_Pae_CF24b;Unclassified; Un

KC1396
80:Salmon

ella phage
FSL SP-0

99;Chivirus
;Siphovirid

ae

KY705409:Escherich ia virus ECOO78:Jilinvirus:Myovir idae

AB775548:Pseudomonas phage PPpW-3;Ji linvirus;Myoviridae

MG592561:Vibrio phage 1.191.O._10N.286.52.B4;Unclassified;Unclassified

JX556417:Vibrio virus MAR:Vhmlvirus:Myoviridae

MK575466:Vibrio phage Rostov 7:Unclassified:Myoviridae

KY951964:Flavobacterium phage FCV-11:Ficleduovirus:Myov
iridae

KY014601:E
scherichia p

hage Utah :C
hivirus:Siph

oviridae

MG592461:Vibrio phage 1.086.O._10N.222.51.F8;Unclassif ied;Unclassif ied

MH6314
53:Sal

monella
p

MH252365:Ralstonia phage phiRSP:Jilinvirus:Myoviridae

GU903191:E scherichia virus CVM10:Jilinvirus:Myoviridae

KY421186:Flavobacter
ium phage FL-1:Fic leduov irus:M

yoviridae

KM4586
33:Salmo

nella viru
s Chi:Ch

ivirus:Sip
hoviridae

MG592592:Vibrio phage 1.225.O._10N.261.48.B7;Unclassif ied;Unclassified

KC1395
14:Sa lm

onella vi
rus FSL

SP030:C
hivirus

:Siphovi
ridae

MH791396:S
almonella pha

ge SeZq-1:C
hivirus:Sipho

viridae

KY979236:Flavobacterium phage FCV-10:Fic
leduovirus:Myov iridae

MH142219:Acid ith iobacillus phage AcaML1;Unclassified;Myoviridae

EU849489:Stenot rophomonas phage S1:Unclassif ied:Siphoviridae

CP019719:Paenibacillus phage phiERICV:Lilyvirus:Unclassif ied

KJ572845:Vibrio phage X29 :Unclassified:Myoviridae

KC821634:Cellulo
phaga phage phi47:1 :Un

classified:Myoviridae

KM360178:Escherichia virus ep3:Jilinvirus:Myoviridae
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