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Sample size was chosen based on availability of plasma samples collected at multiple time points from patients admitted to Union Hospital. By
July 15th, 2020, 585 samples obtained from 349 symptomatic COVID-19 patients of the isolation wards, fever clinics of Wuhan Union Hospital
or National Virus Resource Center of Wuhan Institute of Virology were involved in this study. This was considered sufficient for an
observational study

We first collected blood samples from all patients, but established exclusion criteria before analyzing the data. We excluded individuals who
were co-infected with human influenza A virus, influenza B virus, or other viruses related to respiratory tract infections, because co-infection
with other pathogens affects the patient’s antibody level. We also excluded some samples from patients whose antibody levels were
repeatedly tested within three days, which would reduce the bias caused by artificial repeated testing.

The Precision and reproducibility of the capture chemiluminescence immunoassays (CLIA) assays was conformed where the same serum
samples (n=100) were run independently in two experiments and very similar results were obtained for the independent experiments. Serum
samples used for detection of antibody titer were run once tested in our study. Reproducibility of neutralization activity were measured for a
subset of serum samples (n=50) and very similar results were seen between the independent experiments. The neutralization activity was
tested one time in triplicates for each serum sample in our study.

This study is an observation study, not an intervention trial, so no randomization is needed here.

Serum treatment and antibody detection were performed independently by technician blind to samples information, data analysis was
performed by three trained researchers.

The capture chemiluminescence immunoassays (CLIA) kit used to detect the antibodies levels contains anti-human IgM/IgG
monoclonal antibody, but the supplier name, catalog/lot number and clone name are not notified in the kit manual.

Describe the validation of each primary antibody for the species and application, noting any validation statements on the 
manufacturer’s website, relevant citations, antibody profiles in online databases, or data provided in the manuscript.

Vero E6 cell line (ATCC; CRL-1586, Lot#: 60526234

No authentication was performed.




