Figure S1

A CRTC1 S518
CRTC1 5518
GTC ATG AAG GAC CTG AGC CTG ACG CGG GCC GCG CGG ATGTTG GAT GACAAT AACCAT CTT ATT CAGTGT ATAATG
v M K D L S L T R A A R M L D DNINWU H LI Q C I M

CAGCGAGAAGATCGCGCTGCACAATCAGAAGCAGGCGGAGGAGACGGCGGCCTTCGAGGAGGTCATGAAGGACCTGAGCCTGACGCGGGCCGCGCGGATG
ATCAGAAGCAGGCGGAGGAGACGGCGGCCTTCGAGGAGGTCATGAAGGACCTGAGCCTGACGCGGGCCGCGCGGATGTTGGATGACAATAACCATCTTAT
AGCAGGCGGAGGAGACGGCGGCCTTCGAGGAGGTCATGAAGGACCTGAGCCTGACGCGGGCCGCGCGGATGTTGGATGACAATAACCATCTTATTCAGTG
GGCGGAGGAGACGGCGGCCTTCGAGGAGGTCATGAAGGACCTGAGCCTGACGCGGGCCGCGCGGATGTTGGATGACAATAACCATCTTATTCAGTGTATA
CGGAGGAGACGGCGGCCTTCGAGGAGGTCATGAAGGACCTGAGCCTGACGCGGGCCGCGCGGATGTTGGATGACAATAACCATCTTATTCAGTGTATAAT
AGGAGACGGCGGCCTTCGAGGAGGTCATGAAGGACCTGAGCCTGACGCGGGCCGCGCGGATGTTGGATGACAATAACCATCTTATTCAGTGTATAATGGA
AGGAGACGGCGGCCTTCGAGGAGGTCATGAAGGACCTGAGCCTGACGCGGGCCGCGCGGATGTTGGATGACAATAACCATCTTATTCAGTGTATAATGGA
AGGAGACGGCGGCCTTCGAGGAGGTCATGAAGGACCTGAGCCTGACGCGGGCCGCGCGGATGTTGGATGACAATAACCATCTTATTCAGTGTATAATGGA
GGAGACGGCGGCCTTCGAGGAGGTCATGAAGGACCTGAGCCTGACGCGGGCCGCGCGGATGTTGGATGACAATAACCATCTTATTCAGTGTATAATGGAC
CGGCGGCCTTCGAGGAGGTCATGAAGGACCTGAGCCTGACGCGGGCCGCGCGGATGTTGGATGACAATAACCATCTTATTCAGTGTATAATGGACTCTCA
GGCGGCCTTCGAGGAGGTCATGAAGGACCTGAGCCTGACGCGGGCCGCGCGGATGTTGGATGACAATAACCATCTTATTCAGTGTATAATGGACTCTCAG
GCGGCCTTCGAGGAGGTCATGAAGGACCTGAGCCTGACGCGGGCCGCGCGGATGTTGGATGACAATAACCATCTTATTCAGTGTATAATGGACTCTCAGA
CGGCCTTCGAGGAGGTCATGAAGGACCTGAGCCTGACGCGGGCCGCGCGGATGTTGGATGACAATAACCATCTTATTCAGTGTATAATGGACTCTCAGAA
CCTTCGAGGAGGTCATGAAGGACCTGAGCCTGACGCGGGCCGCGCGGATGTTGGATGACAATAACCATCTTATTCAGTGTATAATGGACTCTCAGAATAA
TTCGAGGAGGTCATGAAGGACCTGAGCCTGACGCGGGCCGCGCGGATGTTGGATGACAATAACCATCTTATTCAGTGTATAATGGACTCTCAGAATAAAG
GGAGGTCATGAAGGACCTGAGCCTGACGCGGGCCGCGCGGATGTTGGATGACAATAACCATCTTATTCAGTGTATAATGGACTCTCAGAATAAAGGAAAG
AAGGACCTGAGCCTGACGCGGGCCGCGCGGATGTTGGATGACAATAACCATCTTATTCAGTGTATAATGGACTCTCAGAATAAAGGAAAGACCTCAGAGT
CCTGAGCCTGACGCGGGCCGCGCGGATGTTGGATGACAATAACCATCTTATTCAGTGTATAATGGACTCTCAGAATAAAGGAAAGACCTCAGAGTGTTCT
GCGCGGATGTTGGATGACAATAACCATCTTATTCAGTGTATAATGGACTCTCAGAATAAAGGAAAGACCTCAGAGTGTTCTCAGTATCAGCAGATGTTGC
GCGGATGTTGGATGACAATAACCATCTTATTCAGTGTATAATGGACTCTCAGAATAAAGGAAAGACCTCAGAGTGTTCTCAGTATCAGCAGATGTTGCAC
GCGGATGTTGGATGACAATAACCATCTTATTCAGTGTATAATGGACTCTCAGAATAAAGGAAAGACCTCAGAGTGTTCTCAGTATCAGCAGATGTTGCAC

B CRTC1 SS18
CRTC1 SS18
GTC ATG AAG GAC CTG AGC CTG ACG CGG GCC GCG CGG
VM KDTULLS LTRAAURVY S ADUVAHTEFTLSG I PC

CAGAAGCAGGCGGAGGAGACGGCGGCCTTCGAGGAGGTCATGAAGGACCTGAGCCTGACGCGGGCCGCGCGGGTATCAGCAGATGTTGCACACAAACTTG
CAGAAGCAGGCGGAGGAGACGGCGGCCTTCGAGGAGGTCATGAAGGACCTGAGCCTGACGCGGGCCGCGCGGGTATCAGCAGATGTTGCACACAAACTTG
CGGCCTTCGAGGAGGTCATGAAGGACCTGAGCCTGACGCGGGCCGCGCGGGTATCAGCAGATGTTGCACACAAACTTGGTATACCTTGCTACAATAGCAG
GAGGTCATGAAGGACCTGAGCCTGACGCGGGCCGCGCGGGTATCAGCAGATGTTGCACACAAACTTGGTATACCTTGCTACAATAGCAGATTCTAATCAA
AAGGACCTGAGCCTGACGCGGGCCGCGCGGGTATCAGCAGATGTTGCACACAAACTTGGTATACCTTGCTACAATAGCAGATTCTAATCAAAATATGCAG
GGGTATCAGCAGATGTTGCACACAAACTTGGTATACCTTGCTACAATAGCAGATTCTAATCAAAATATGCAGTCTCTTTTACCAGCACCACCCACACAGA



Figure S2

A CRTC1-§818 Fusion
CRTC1(ex1)-8518(ex2)

EEmETE

— 500 bp
282bp —
205bp —
CRTC1(ex1)-5S18(ex3)

Exon1 Exon3

— 100bp

AN AN N2

c?® o
CRTC1-SS18LR-PCR
CRTC1 Seis
F1 F2 3 5
— —>
EX2 EX1
c D
CaselT F3 and R3

bp

10000 bp
10000
) 4000 bp

3504 bp

4000 3000 bp
3000
2500 2000 bp
2000
1080 1000 bp
500
250253 500kp

N
&

N
&



Figure 83




Figure S4

Anti-FLAG

a-Tubulin
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