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S7 Fig. Conservation of PP1/Dis2 binding motifs in PNUTS and Ppn1. Stereo view of the interface
of PNUTS (colored cyan) with PP1C (colored green) from the 2.2 A crystal structure (pdb 4MQOY).

Interfacial amino acid side chains are rendered as stick models. Salt bridges are depicted as black

dashed lines. Van der Waals contacts are shown as magenta dashed lines. The two manganese
ions in the phosphatase active site are magenta spheres; a phosphate anion in the active site is
rendered as a stick model. The amino acid sequences of the PP1/Dis2 binding motifs in PNUTS
and Ppn1 are aligned at bottom. The conserved hydrophobic interfacial amino acids — Val, Trp,
and Leu — are in white font on black background. The two basic side chains that form salt bridges

to the phosphatase are underlined.



