
 

 

S1 Table: Fission yeast strains used in this study 

Name Relevant Genotype Source 
JS77 (parental strain) ade6-m216 leu1-32 ura4-D18 his3-D1 (h–) [1] 
JS78 (parental strain) ade6-m210 leu1-32 ura4-D18 his3-D1 (h+) [1] 
AS 2387 ppn1∆::hygMX This study 
AS 2428 ppn1-(81-710)::hygMX  This study 
AS 2388 ppn1-(173-710)::hygMX  This study 
AS 2463 ppn1-(331-710)::hygMX  This study 
AS 2554 ppn1-(386-710)::hygMX  This study 
AS 2555 ppn1-(451-710)::hygMX  This study 
AS 2556 ppn1-(488-710)::hygMX  This study 
AS 2390 ppn1-(1-639)::hygMX  This study 
AS 2389 ppn1-(1-606)::hygMX  This study 
AS 2464 ppn1-(1-593)::hygMX  This study 
AS 2557 ppn1-(1-532)::hygMX  This study 
AS 2465 ppn1-(1-496)::hygMX  This study 
AS 2558 ppn1-(173-639)::hygMX  This study 
AS 2559 ppn1-(331-639)::hygMX  This study 
BB0003 ppn1-(173-532)::hygMX This study 
BB0001 ppn1-(386-593)::hygMX This study 
BB0002 ppn1-(386-532)::hygMX This study 
BB0004 ppn1-(501-506A)::hygMX This study 
BB0048 ppn1-V508A::hygMX This study 
BB0050 ppn1-W510A::hygMX This study 
BB0052 ppn1-(D515A L516A)::hygMX This study 
BB0054 ppn1-(R586A Y588A K589A)::hygMX This study 
BB0109 rpb1-CTD-Y1F::natMX [2] 
BB0110 rpb1-CTD-S2A::natMX [3] 
BB0111 rpb1-CTD-T4A::natMX [2] 
BB0112 rpb1-CTD-S7A::natMX [2] 
AS 2218 dis2∆::natMX [2] 
AS 2020 dis2∆::ura4+ [4]  
BB0113 sds21∆::ura4+ [4] 
BB0114 ctf1∆::kanMX  [2] 
BB0115 rhn1∆::kanMX [2] 
BB0116 ssu72-C13S::kanMX [5] 
AS612 ssu72-C13S::natMX [2] 
BB0117 pin1∆::kanMX [6] 
BS286 dis2-∆C::kanMX This study 
BS350 dis2-(sds21-dis2)::kanMX This study 
BS467 dis2-(sds21-∆C)::natMX This study 
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