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Figure S1. Directed acyclic graph of the relationship between environmental toxicants and
endogenous biomarkers.

Table S1. LIFECODES cohort characteristics in subset and larger study sample.

Figure S2. Heat map of pairwise associations between exposure analytes and endogenous
biomarkers estimated using multiple linear regression using case control covariate adjustment.
The sample size for most models is N=160, except for the following biomarkers: BCPGE1
(N=159), LTE4 (N=132), sFlt-1 (N=156), and PGF (N=157). Black and blue grids indicate
positive and negative associations, respectively. Color intensities are representative of p-values,
i.e. darker grids indicate smaller p-values. Pairwise associations that remain significant after
controlling the false discovery rate at 0.2 are labeled by white ‘X’ symbols. Abbreviations and
subclasses of toxicants are defined in Figure 1.
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