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| Step 1. Raw: Case Control-Difference |

| Step 2. Snp: EFFECT |

Step 3. dobNSFP
1. SIFT: Range: 0~1, (score<0.05: damaging)
(score>0.05: tolerance)
2. Polyphen2: (O<socre<0.452: benign)
(0.453<score<0.956: possibly damaging),
(0.957<score<1: probably damaging)

Filtering

Step 4. PhastCons (score>0.2), DbNSFP phylop:

(score>0)
*The larger the score, the more conserved the site

| Step 5. 1000 Genome (score<0.01) +unknown

| Step 6. Korean (score<0.02) +unknown |

N

Supplementary Fig. 1. Flow chart of the process for filtering

variants.
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