Supplemental Table S1. Conservation scores for SARS-CoV-2 human protein-protein
host interactome in Drosophila.

Viral Protein Human Protein DIOPT Score Fly Ortholog Fly Flybase ID

Nsp1 POLA1 15 DNApol-alpha180 FBgn0259113
Nsp1 PRIM1 14 DNApol-alpha50 FBgn0011762
Nsp1 PRIM2 14 DNApol-alpha60 FBgn0259676
Nsp1 POLA2 15 DNApol-alpha73  FBgn0005696
Nsp1 COLGALT1 12 CG31915 FBgn0051915
Nsp1 PKP2 4 p120ctn FBgn0260799
Nsp2 SLC27A2 6 Fatp2 FBgn0265187
Nsp2 EIF4E2 13 elF4EHP FBgn0053100
Nsp2 POR 14 Cpr FBgn0015623
Nsp2 RAP1GDS1 15 vimar FBgn0022960
Nsp2 WASHC4 14 SWIP FBgn0030739
Nsp2 FKBP15 4 CG3342 FBgn0029874
Nsp2 GIGYF2 10 Gyf FBgn0039936
Nsp4 IDE 14 Ide FBgn0001247
Nsp4 TIMM10 14 Tim10 FBgn0027360
Nsp4 ALG11 13 Alg11 FBgn0037108
Nsp4 NUP210 15 Gp210 FBgn0266580
Nsp4 TIMM29 13 CG14270 FBgn0029665
Nsp4 DNAJC11 14 CG8531 FBgn0033918
Nsp4 TIMM10B 11 Tim9b FBgn0027358
Nsp4 TIMM9 15 Tim9a FBgn0030480
Nsp5 HDAC2 13 HDACH1 FBgn0015805
Nsp5_C145A GPX1 3 CG15116 FBgn0034415
Nsp5_C145A TRMT1 15 CG6388 FBgn0032430
Nsp6 ATP5MG 15 ATPsynG FBgn0010612
Nsp6 ATPG6AP1 9 VhaAC45 FBgn0262515
Nsp6 SIGMAR1 1 CG43446 FBgn0263400
Nsp6 ATP13A3 13 anne FBgn0052000
Nsp7 AGPS 14 ADPS FBgn0033983
Nsp7 CYB5B 13 Cyt-b5 FBgn0264294
Nsp7 ACSL3 14 Acsl FBgn0263120
Nsp7 CYB5R3 11 CG5946 FBgn0036211
Nsp7 RALA 13 Rala FBgn0015286
Nsp7 COMT 0

Nsp7 RAB5C 13 Rab5 FBgn0014010
Nsp7 RAB7A 13 Rab7 FBgn0015795
Nsp7 RABSA 13 Rab8 FBgn0262518
Nsp7 RAB2A 13 Rab2 FBgn0014009
Nsp7 RAB10 12 Rab10 FBgn0015789
Nsp7 RAB14 13 Rab14 FBgn0015791
Nsp7 RHOA 13 Rho1 FBgn0014020
Nsp7 RAB1A 13 Rab1 FBgn0285937
Nsp7 GNB1 15 Gbeta13F FBgn0001105
Nsp7 GNG5 8 Ggamma FBgn0004921
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Orf8 POFUT1 13 O-fut1 FBgn0033901
Orf8 SMOCH1 13 magu FBgn0262169
Orf8 PLEKHF2 15 rush FBgn0025381
Orf8 FBXL12 2 CG12402::CG148 FBgn0032878::FBgn0038202

91::CG5003::CG9 ::FBgn0038445::FBgn003955

Orf8 UGGT2 13 Uggt FBgn0014075
Orf8 CHPF2 12 CG43313 FBgn0263005
Orf8 ADAMTS1 7 AdamTS-A FBgn0286071
Orf8 HYOU1 15 CG2918 FBgn0023529
Orf8 FKBP7 4 Fkbp14 FBgn0010470
Orf8 ADAM9 7 Meltrin FBgn0265140
Orf8 FKBP10 2 CG14715::Fkbp14 FBgn0010470::FBgn0013269
::Fkbp39 ::FBgn0037930

Orf9b SLC9A3R1 9 CG10939 FBgn0010620
Orf9b CHMP2A 13 Vps2 FBgn0039402
Orf9b CSDE1 15 Unr FBgn0263352
Orf9b TOMM70 15 Tom70 FBgn0032397
Orf9b MARK3 12 par-1 FBgn0260934
Orf9b MARK2 9 par-1 FBgn0260934
Orf9b DPH5 13 Dph5 FBgn0024558
Orf9b DCTPP1 0

Orf9b MARK1 10 par-1 FBgn0260934
Orf9b PTBP2 13 heph FBgn0011224
Orf9b BAG5 3 stv FBgn0086708
Orf10 PPT1 14 Ppt1 FBgn0030057
Orf10 CuUL2 14 Cul2 FBgn0032956
Orf10 MAP7D1 4 ens FBgn0264693
Orf10 THTPA 0

Orf10 ZYG11B 2 CG12084 FBgn0043458
Orf10 TIMM8B 14 Tim8 FBgn0027359
Orf10 RBX1 15 Roc1a FBgn0025638
Orf10 ELOC 15 EloC FBgn0266711
Orf10 ELOB 11 EloB FBgn0023212



