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Validation

We did not calculate the required sample size, instead we used the standard 3 biological replicates for qPCR, IF and metabolomic
experiments. These sample sizes are considered appropriate to determine biologically relevant differences with the techniques we used in this
study.

No data were excluded.

All experiments were replicated in independent experiments, typically 2-3 times. The number of experiments performed is indicated in the

figure legends.

We used different treatment maps for each cell culture plate and experiment. This ensured that the the position of the wells did not influence
the interpretation of the data.

The investigator measuring the metabolites was blinded to the groups.

phospho-S235/235 S6 ribosomal protein (Cell Signaling Technology 4858, 1:3000), S6 ribosomal protein (Cell Signaling Technology
2217, 1:1000), 4E-BP1 (Cell Signaling Technology 9644, 1:500) phospho-Thr37/46 4E-BP1 (Cell Signaling Technology 2855, 1:500 for
immunoblots, 1:800 for immunohistochemistry),AKT (Cell Signaling Technology 4691, 1:1000), phospho-Ser473 AKT (Cell Signaling
Technology 9271, 1:1000), ERK (Cell Signaling Technology 9102, 1:1000), phospho- Thr202/Tyr204 ERK (Cell Signaling Technology
4370, 1:1000), OGDH (Cell Signaling Technology 26865, 1:1000), DLD (Thermo Fisher PA5-70397, 1:1000), DLAT (Cell Signaling
Technology 12362, 1:1000), PC (Protein Tech 16588-1-AP, 1:10,000), PDH (Cell Signaling Technology 3205, 1:1000), SARS-CoV
antibody (BEI Resources, NIAID, NIH, NR-10361, 1:10,000 for immunoblots, 1:400 for immunocytochemistry), anti-SARS-CoV S Protein
Similar to 240C (BEI Resources, NIAID, NIH, NR-616, 1:100), anti-dsRNA (Absolute Antibody, Ab01299-2.0, 1:100), CD68 (Cell Signaling
Technology 76437, 1:500) and !-ACTIN (Cell Signaling Technology 3700, 1:1000).

All Cell Signaling Technology antibodies are commonly used in studies and adhere to the Hallmarks of Antibody Validation™, six
complementary strategies that can be used to determine the functionality, specificity, and sensitivity of an antibody in any given
assay. CST adapted the work by Uhlen, et. al., (“A Proposal for Validation of Antibodies.” Nature Methods (2016)) to build the
Hallmarks of Antibody Validation, based on their decades of experience as an antibody manufacturer and our dedication to
reproducible science. Thermo Fisher has collaborated with Nature to highlight Thermo Fisher's commitment to antibody validation,
and involves a two step process of target specificity and functional validation. Protein Tech validates antibodies using siRNA. The
Absolute Antibody antibody was originally characterized and validate in 'J Schönborn, J Oberstrass, E Breyel, J Tittgen, J Schumacher,
and N Lukacs Monoclonal antibodies to double-stranded RNA as probes of RNA structure in crude nucleic acid extracts. Nucleic Acids
Res. 1991 Jun 11; 19(11): 2993–3000 PMID:2057357'. BEI Resources confirmed the specificity of the SARs-CoV antibodies by ELISA
and virus neutralization assays.




