J Venom Anim Toxins incl Trop Dis

https://doi.org/10.1590/1678-9199-JVATITD-2020-0118

Supplementary Material to “Leptospirosis diagnosis among patients suspected of dengue fever in Brazil”
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1.FG1453 GCTTTTTTGTTTCCATCGACTAAACCGTCCGGCGCTTGTCCTGGCT TTACGTATCCGTAATAGTTGATCACAGATCCGTAGGGAAGTAACGTTTTTACGGTTTCGTTTGTCCCTGGGATTGTCTCCTCGCTCAGAACAAAAGAGCTT TTTAGGCTTGGCAGACCACCGAAAGCACCACAAGCGGTAATGCTT
2. CP047496 GCTTTTTTGTTTCCATCGACTAAACCGTCCGGCGCTTGTCCTGGCTTTACGTATCCGTAATAGTTGATCACAGATCCGTAGGGAAGTAACGTTTTTACGGTTTCGTTTGTCCCTGGGATTGTGTCCTCGCTCAGAACAAAAGAGCTTTTTAGGCTTGGCAGACCACCGAAAGCACCACAAGCGGTAATGCTT
3. CP047500 GCTTTTTTGTTTCCATCGACTAAACCGTCCGGCGCTTGTCCTGGCTTTACGTATCCGTAATAGTTGATCACAGATCCGTAGGGAAGTAACGTTTTTACGGTTTCGTTTGTCCCTGGEATTGTGTCCTCGCTCAGAACAAAAGAGCTTTTTAGGCTTGGCAGACCACCGAAAGCACCACAAGCGGTAATGCTT
4.CP047506 GCTTTTTTGTTTCCATCGACTAAACCGTCCGGCGCTTGTCCTGGCTTTACGTATCCGTAATAGTTGATCACAGATCCGTAGGGAAGTAACGTTTTTACGGTTTCGTTTGTCCCTGGGATTGTGTCCTCGCTCAGAACAAAAGAGCTTTTTAGGCTTGGCAGACCACCGAAAGCACCACAAGCGGTAATGCTT
5. CP047508 GCTTTTTTGTTTCCATCGACTAAACCGTCCGGCGCTTGTCCTGGCTTTACGTATCCGTAATAGTTGATCACAGATCCGTAGGGAAGTAACGTTTTTACGGTTTCGTTTGTCCCTGGGATTGTGTCCTCGCTCAGAACAAAAGAGCTTTTTAGGCTTGGCAGACCACCGAAAGCACCACAAGCGGTAATGCTT
6.CP047510 GCTTTTTTGTTTCCATCGACTAAACCGTCCGGCGCTTGTCCTGGCTTTACGTATCCGTAATAGTTGATCACAGATCCGTAGGGAAGTAACGTTTTTACGGTTTCGTTTGTCCCTGGGATTGTGTCCTCGCTCAGAACAAAAGAGCTTTTTAGGCTTGGCAGACCACCGAAAGCACCACAAGCGGTAATGCTT
7.CP04AT512 GCTTTTTTGTTTCCATCGACTAAACCGTCCGGCGCTTGTCCTGGCTTTACGTATCCGTAATAGTTGATCACAGATCCGTAGGGAAGTAACGTTTTTACGGTTTCGTTTGTCCCTGGGATTGTGTCCTCGCTCAGAACAAAAGAGC TTTTTAGGCTTGGCAGACCACCGAAAGCACCACAAGCGGTAATGCTT
8.CP047514 GCTTTTTTGTTTCCATCGACTAAACCGTCCGGCGCTTGTCCTGGCTTTACGTATCCGTAATAGTTGATCACAGATCCGTAGGGAAGTAACGTTTTTACGGTTTCGTTTGTCCCTGGGATTGTGTCCTCGCTCAGAACAAAAGAGCTTTTTAGGCTTGGCAGACCACCGAAAGCACCACAAGCGGTAATGCTT
9. CP047518 GCTTTTTTGTTTCCATCGACTAAACCGTCCGGCGCTTGTCCTGGCTTTACGTATCCGTAATAGTTGATCACAGATCCGTAGGGAAGTAACGTTTTTACGGTTTCGTTTGTCCCTGGGATTGTGTCCTCGCTCAGAACAAAAGAGCTTTTTAGGCTTGGCAGACCACCGAAAGCACCACAAGCGGTAATGCTT
10. MN906895 GCTTTTTTGTTTCCATCGACTAAACCGTCCGGCGCTTGTCCTGGCTTTACGTATCCGTAATAGTTGATCACAGATCCGTAGGGAAGTAACGTTTTTACGGTTTCGTTTGTCCCTGGGATTGTGTCCTCGCTCAGAACAAAAGAGCTTTTTAGGCTTGGCAGACCACCGAAAGCACCACAAGCGGTAATGCTT
11. CP048830 GCTTTTTTGTTTCCATCGACTAAACCGTCCGGCGCTTGTCCTGGCTTTACGTATCCGTAATAGTTGATCACAGATCCGTAGGGAAGTAACGTTTTTACGGTTTCGTTTGTCCCTGGGATTGTGTCCTCGCTCAGAACAAAAGAGCTTTTTAGGCTTGGCAGACCACCGAAAGCACCACAAGCGGTAATGCTT

Additional file 3. Multiple sequence alignment of the PCR amplicon (FG1453) with 10 best hits obtained in the BLAST search. The consensus sequence and the identity percentage are at the top of the figure. The
sequencing chromatogram is above the amplicon sequence. The NCBI accession numbers of the BLAST search are at the left side indicated by the positions 2 to 11 in the alignment. The sequences for the alignment

were obtained from www.ncbi.nlm.nih.gov, and the figure was created in the Geneious v2019.2.1 software.
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