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Supplementary Figure 1
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Supplementary Figure 2
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Supplementary Figure 3
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Supplementary Figure 5

(&)

B

2D

2D

EmBasal A EmBasal B

<

0.03
P=0.70

5

R®=
4

L]
Growth rate 2D

3

© © © ¥ & O
AN - - - - -

de sjel ymoio

[m)]

«© < Q
-

— -

ajel Yol

1d6vLNNS
L€C-dN-VYAN
18/GSH
6v514
897-aiN-VAIN
¥G6100H
9081L00H
€711LO0H

3D
201 mmBasal A mmBasal B

© o
< e

ajel Yol

Y |leseg

W e
<

© N o

8jel YMolo)

1d6vLANNS
L€C-dN-vYAN
18/GSH
6v5149
897-aiN-VaIN
¥G6100H
9081 00H
€711LO0H

© O < MO N -
ajel Ymolo

*
*
*

©

< N

8jel Ymolo

< o~
8jel ymolo

0

3D

2D
Culture condition

1d6vINNS
L€C-aN-vYadn
18/GSH
67514
897-aiN-vAN
661 00H

9081 00H
€¥11LO0H



Supplementary Figure 6
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Supplementary Figure 7
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Supplementary Figure 8
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Supplementary Figure 9
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Supplementary Figure 10
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Supplementary Figure 11
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