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Figure S1. The flowchart of patient treatment and samples availability for the detection of
RUNX1-RUNX1 transcript before 2" consolidation. 189 patients (65.9%) once included in
our previous study which investigated the prognosis of the subtypes of KIT mutations
(Reference 10) and their data were updated in the current study.
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Figure S2. CIR of patients categorized by the KIT mutation status. A and C: all patients with
no censoring; B and D: patients receiving allo-HSCT were censored at the time of receiving
transplantation.
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Figure S3. CIR of patients categorized by MRD status at different timepoints. A: at CR; B:
after 1% consolidation; C: after 2" consolidation. MRD-H and MRD-L represented <2-log
reduction and 22-log reduction of RUNX1-RUNX1T1 at CR (A) and <3-log reduction and
>3-log reduction of RUNX1-RUNX1T1 after 1% and 2™ consolidation (B and C), respectively.



