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No statistical methods were used to pre-determine sample sizes; adult human postmortem brain samples from Brodmann area 46 (BA46)
were acquired from the National Institutes of Health NeurobioBank (the Harvard Brain Tissue Resource Center, the Human Brain and Spinal
Fluid Resource Center, VA West Los Angeles Healthcare Center, and the University of Miami Brain Endowment Bank). These samples included
25 and 22 NeuN+ and OLIG2+ specimens, respectively. All non-human primate samples were obtained from homologous regions in
chimpanzees (NeuN+ n = 11, OLIG2+ n = 11) and rhesus macaques (NeuN+ n = 15, OLIG2+ n = 13).

The numbers of NHP samples reflect the largest such data reported so far. These samples are highly limited due to their nature and no sample
size calculation was performed prior to collection.

No data were excluded from the analyses.

Evolutionary data cannot be easily replicated due to the uniqueness of the dataset (e.g., brain tissue samples from chimpanzees). However
our data has a large number of biological replicates.

Samples were randomized at each stage of data collection. All covariates including batch effects due to randomization were taken into
account.

Our experiments did not involve any live subjects and thus were not subject to blinding. Human data were de-identified prior to collection.
NHP data collection and analyses were not performed blind to the conditions of the experiments. However, separate individuals carried out
wet-bench and dry-bench analyses.

mouse alexa488 conjugated anti-NeuN was used at a 1:200 dilution. Supplier = Millipore Cat #MAB377X

rabbit alexa 555 anti OLIG2 was used at a dilution of 1:75. Supplier = Millipore Cat #AB9610-AF555

Antibodies were used to stain nuclei and specificity was checked by microscopy. The NeuN antibody was used for similar experiments
from postmortem tissue in PMID 30038276. The OLIG2 antibody is widely used for postmorterm brain experiments and iPSC
experiments, including studies PMID 28246330, PMID 26776227.

In the supplementary data 1, we report the species, sex, and age of the samples in this study.

This study did not involve wild animals.




