Supplementary figure 2. Single tissue eQTLs of significant SNPs and their SNPs in strong LD in
brain tissues and EBV transformed cells (lymphocytes and fibroblasts)

a: rs2234978/FAS single tissue eQTLs. b: rs11957313/KCNIP1 single tissue eQTL c:
rs1064395/NCAN single tissue eQTLs d: rs3130253/MOG single tissue eQTL

Rank Normalized Gene Expression Rank Normalized Gene Expression Rank Normalized Gene Expression

Rank Normalized Gene Expression

FAS in brain nucleus accumbens for ACTA-2 in EBV-transformed b C50rf58 in brain cortex for
1s2147419in lymphocytes for rs2234978 (FAS) rs11957313 (KCNIP1)
strong LD with rs2234978 (FAS)
? p=0,000013 - 2 b =5,7e-06 < p=14e-06
NES =-0,44 . 2 NES = 0,48 E] 294 NES =-061
14 : b . i . a g
» i 14 o °l e .
| iy -
EE s m »
g : k 2 14 8
£ E + =
24 8 s
24
3 T : . -2 r : . T ' .
GG GT TT TT T:C C:C GG GA AA
n=15 h=46 n=69 n=11 n=48 n=58 h=96 n=36 n=4

ZNF101 in brain caudate

CILP2 in brain nucleus HAPLN4 in brain cerebellum for
accumbens for rs1064395 (NCAN) rs1064395 (NCAN) nucleus for rs8100097 in strong
5 LD with rs1064395 (NCAN)
2
p=8,10e-09 = p=4,10e-07 e p=0,000018
NES = 0,51 2 NES =0,26 2 NES =058
2 1.0+ @ i o .
01 : : : :
:’5 S o G -1+ k!
oo - 4 i z
14 = a;_’ X 8o
5 054 5
o o . —
24
-2 T T T -1.0 T T T T T T
GG GA AA GG GA AA GG GA AA
n=94 n=30 n=6 n=111 n=38 n=5 n=115 n=25 n=4
LPAR2 in transformed TM6SF2 EBV transformed TSSK6 in EBV transformed
fibroblasts for rs1064395 fibroblasts for rs1064395 lymfocytes for rs8100097 in strong
(NCAN) ) (NCAN) LD with rs1064395 (NCAN)
1.04p=6.20e-08 p=1,50e-07 p=0,000015
24 NEs = 0.59

NES==(,23

GG GA AA
n=218 n=75 n=7

HLA-A in EBV transformed
fibroblasts for rs3130253 (MOG)

3{p=6,30e-08
NES =-0,68
24 .
14 I B
0 k R
K.
14 :
-2 -
-3 T T T
AA GA GG

n=5 n=28 n=267

Rank Normalized Gene Expression

NES=0,3

Rank Normalized Gene Expression

n=82 n=31 n=4




