
SUPPLEMENTAL FIGURE LEGENDS 

Supplemental Figure S1. Flow chart showing the process of patients’ selection. 

Supplemental Figure S2. Bar graph showing the distribution of propensity scores in the 

treatment groups before (Panel A) and after (Panel B) the matching process. 

Supplemental Figure S3. Kaplan-Meier curves for PFS (panel A) and OS (panel B) according 

to treatment in the propensity score matched sensitivity analysis. Blue lines indicate 

patients treated with FOLFOX-panitumumab whereas violet lines indicate patients treated 

with FOLFOXIRI-bevacizumab. 

Supplemental Figure S4. Kaplan-Meier curves for PFS (panel A) and OS (panel B) from time 

of secondary resection according to treatment in the subgroup of patients who underwent 

secondary resection with curative intent. Blue lines indicate patients treated with FOLFOX-

panitumumab whereas violet lines indicate patients treated with FOLFOXIRI-bevacizumab. 

Supplemental Figures for:
  "FOLFOXIRI-bevacizumab or FOLFOX-panitumumab in left-sided RAS/BRAF wild-type metastatic 
colorectal cancer patients: a propensity score-based analysis" Chiara Cremolini et al.



229 patients (pts) randomized

9 pts with BRAF mutated tumors 
were excluded

217 pts with RAS/BRAF wild-type 
mCRC

32 pts with right-sided tumors
were excluded

185 pts with RAS/BRAF wild-type, 
left-sided mCRC treated with FOLFOX-P

3 pts randomized and never treated
were excluded 

95 pts Arm A 
(FOLFOX-P followed by 

maintenance with 
P plus 5-FU/LV) 

90 pts Arm B 
(FOLFOX-P followed by 

maintenance with 
P single-agent) 

250 patients (pts) randomized

8 pts randomized were excluded 
due to protocol violation

1 pt randomized and 
never treated was excluded

120 pts randomized received 
FOLFOX-B and were excluded

31 pts with RAS/BRAF wild-type mCRC

25 pts with RAS/BRAF wild-type, 
left-sided mCRC treated with 

FOLFOXIRI-B

Valentino study CHARTA study

317 pts included
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STEAM study

280 patients (pts) randomized 

180 pts randomized received 
sFOLFOXIRI-B or FOLFOX-B and 

were excluded

9 pts randomized and never 
treated were excluded 

91 pts received cFOLFOXIRI-B

24 pts with RAS/BRAF wild-type mCRC

TRIBE study

69 pts with RAS/BRAF mutated 
tumors were excluded

6 pts with right-sided tumors
were excluded

121 pts received FOLFOXIRI-B

21 pts with RAS/BRAF unknown 
tumors were excluded

33 pts with RAS/BRAF mutated 
tumors were excluded

34 pts with RAS/BRAF unknown 
tumors were excluded

15 pts with RAS/BRAF wild-type, 
left-sided mCRC treated with 

FOLFOXIRI-B

9 pts with right-sided tumors
were excluded

508 patients (pts) randomized 

254 pts randomized received 
FOLFIRI-B and were excluded

4 pts randomized and never 
treated were excluded 

250 pts received FOLFOXIRI-B

48 pts with RAS/BRAF wild-type mCRC

132 pts with RAS/BRAF mutated 
tumors were excluded

70 pts with RAS/BRAF unknown 
tumors were excluded

36 pts with RAS/BRAF wild-type, 
left-sided mCRC treated with 

FOLFOXIRI-B

11 pts with right-sided tumors
were excluded

1 pt with unknown primary tumors 
was excluded

TRIBE-2 study

679 patients (pts) randomized 

336 pts randomized received 
FOLFOX-B and were excluded

2 pts randomized and never 
treated were excluded 

336 pts received FOLFOXIRI-B

71 pts with RAS/BRAF wild-type mCRC

248 pts with RAS/BRAF mutated 
tumors were excluded

17 pts with RAS/BRAF unknown 
tumors were excluded

56 pts with RAS/BRAF wild-type, 
left-sided mCRC treated with 

FOLFOXIRI-B

15 pts with right-sided tumors
were excluded

5 pts randomized were excluded 
due to protocol violation
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A

B

Median PFS (95% CI)  HR  (95% CI)
P 

value
FOLFOX-P 11.1 (10.3-13.6) ref

0.12FOLFOXIRI-B 13.2 (11.5-15.6) 0.75 (0.53-1.08)

Median OS (95% CI)  HR  (95% CI)
P 

value
FOLFOX-P 29.5 (24.5-44.5) ref

0.07FOLFOXIRI-B 33.1 (29.8-42.7) 0.68 (0.44-1.04)
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A

B

Median PFS 
(95% CI)  

Raw HR 
(95% CI)

P 
value

Propensity score
adjusted HR

(95% CI)

P
value

FOLFOX-P 9.6 (6.1-13.5) ref
0.15 

ref
0.150.62 (0.32-1.18)FOLFOXIRI-B 12.5 (8.3-NA) 0.62 (0.32-1.19)

3-years OS rate (%)
(95% CI)  

Raw HR 
(95% CI)

P 
value

Propensity score
adjusted HR

(95% CI)

P
value

FOLFOX-P 66.4 (51.9-84.8) ref
0.06 

ref
0.060.30 (0.08-1.07)FOLFOXIRI-B 88.7 (74.9-100) 0.30 (0.08-1.07)
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