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SUPPLEMENTAL FIGURE LEGENDS

Supplemental Figure S1. Flow chart showing the process of patients’ selection.

Supplemental Figure S2. Bar graph showing the distribution of propensity scores in the

treatment groups before (Panel A) and after (Panel B) the matching process.

Supplemental Figure S3. Kaplan-Meier curves for PFS (panel A) and OS (panel B) according
to treatment in the propensity score matched sensitivity analysis. Blue lines indicate
patients treated with FOLFOX-panitumumab whereas violet lines indicate patients treated

with FOLFOXIRI-bevacizumab.

Supplemental Figure S4. Kaplan-Meier curves for PFS (panel A) and OS (panel B) from time
of secondary resection according to treatment in the subgroup of patients who underwent
secondary resection with curative intent. Blue lines indicate patients treated with FOLFOX-

panitumumab whereas violet lines indicate patients treated with FOLFOXIRI-bevacizumab.
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