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Suppl. Figure 1 Antibacterial activity of the extracts against S. aureus strains. MHA plates
show the antibacterial activity of ethyl acetate extracts CBE12 against CA-MRSA (A) and
MTCC96 (B). Control wells were loaded with ethyl acetate.



100

[N Positive control
E== Treated with CBE12

80

60

40+

20+

% of RBC lysis by released hemolysins

MTCC 96 CA-MRSA
Effect of CBE12 at MIC on hemolysin production

Suppl. Figure 2 Total Hemolysis Assay. Percentage of RBC lysis as estimated by released Hemoglobin OD at 530 nm in control and
CBE12 treated S. aureus strains.



Suppl. Figure 3 Skim milk agar wells loaded with extracellular products (ECP) from S. aureus MTCC96 and CA-MRSA. Inhibition
of protease production indicated by the decreased zone of casein hydrolysis compared to the controls (without CBE12 treatment).



Suppl. Figure 4 Antibacterial activity of compounds in the coral associated bacterial extract CBE12 separated on TLC plates
against MTCC96 (A) and CA-MRSA (B).
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Suppl. Figure 5 H! NMR spectrum of partially purified active extract CBE 12

strain CBMGL12
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Suppl. Figure 6 C'* NMR spectrum of partially purified active extract CBE 12 from the coral associated Pseudomonas aeruginosa

strain CBMGL12



Suppl. Table 1 Biochemical identification of the producer bacterium Pseudomonas aeruginosa strain CBMGL12

Characteristics

Observation

Gram Staining

Gram Negative Rods

Catalase

Positive

Oxidase

Positive

Nutrient agar

Green colonies

Cetrimide agar

Luxuriant yellowish Green with
fluorescence

TCBS agar Bluish green colonies
EMB agar No growth
Motility Motile

Suppl. Table 2 Percentage of hemolysin inhibition in MTCC 96 by HPLC fractions

Fraction ID Hemolysin inhibition (%0)
FAl 5.52
FA2 0.0
FB1 6.5
FB2 0.0
FC1 6.72
FC2 0.0
FD1 7.22
Column fraction(CFA2) 5.77




Suppl. Table 3 Percentage of hemolysin inhibition in CA-MRSA by HPLC fractions

Fraction ID Hemolysin inhibition (%0)
FA1l 16.42
FA2 11.58
FB1 16.23
FB2 11.98
FC1 11.95
FC2 12.42
FD1 11.39
Column fraction (CFA2) 14.48




