Cluster

. C2_CD4'Treg(43%)

" C5_CD4'TEM(27%)

" C7_CD4'TEM(20%)

. C10_CD4*Mitotic Treg(10%)

Cluster

. CO_CD8'TRM(21%)
C1_CDS8'TEM(21%)
C3_CD8 Texhausted(15%)
C4_CD8 Mitotic TEM(14%)
C6_CDS'TEM(10%)

C8 CDS'TEM(7%)
C9_CDS8'TEM(5%)
C11_CDS8'TEM(4%)
C12_CDS8'TEM(3%)

Normal CD8

Normal CD4

Cluster
W C1(67.3%)

M C2(21.6%)
W C3(11.1%)

Cluster
11 C0(90.7%)

B C4(9.3%)

Apoptosis -

TNF signaling pathway -

NF-kappa B signaling pathway -

Cytokine—-cytokine receptor interaction -

regulation of I-kappaB kinase/NF-kappaB signaling -

T cell activation -

T cell receptor signaling pathway

HIF-1 signaling pathway -

Antigen processing and presentation -

receptor ligand activity -

PD-L1 expression and PD-1 checkpoint pathway in cancer -

cytokine activity -

MHC protein complex binding -

CCR chemokine receptor binding -

chemokine activity -

2 CD8+ TEM

3 CD8+ TRM

D T cell activation -

TNF signaling pathway-

Apoptosis

Th17 cell differentiation -

NF-kappa B signaling pathway _

T-helper 2 cell differentiation -

Tumor necrosis factor receptor superfamily binding -

1 _CD8+ TEM
O O
O
[
O
o O
®
0 CD4+ TEM 4 Tregs

p.adjust

0.01
0.02
0.03
0.04

GeneRatio
¢® 0.1

@ 02

p.adjust

0.01
0.02

0.03

GeneRatio
e 0.04
@ 0.08
@ 0.12
@ 0.16



