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S6 Fig. Alpha diversity plots and comparisons between sequencing runs. 
 

BAL: bronchoalveolar lavage, OW: oral wash. Alpha diversity was evaluated using Shannon 

index. Statistical differences in alpha diversity were tested using Kruskal-Wallis. 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

1 

mailto:einar.martinsen@uib.no

