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ARID1A cDNA transcript variantl 8585 bp NM_006015.4

R

< S’'UTR >< CDS >< 3’UTR >
#

cDNA synthesis ]

14—
l i #3~#5 #6~#8 1o {—

——

PCR a mplification ] Forward Reverse Region (bp)
#1 GTCCCGAGCCTACAGAGCC CGTGAGCAGTTGGTTGAGGG 106-1273(1168)
#2 GCCCGCCCTGAACAATAAC GGTGAGGACTTTGCTGGTTG 703-1805 (1103)
#3 ACCCTCAACCAACTGCTCAC GCCTGTGTGTATCTGTCCTCC 1253-2725 (1473)

#4 ATTTCCAGCAGCCAAGGAGAG  GGGATCTGACTGTGTGGTGTG  2369-3894 (1526)
Vector Cloning #5 GCTGCCAACTCTATCCAAAACAG TCCCCTTCGTGCCGCTTG 3083-4533 (1451)
) #6 AGGAAATGTGGCGATGGGAC TACTGGGGGACCTGCCTTC 4177-5233(1057)
#7 TGTGGCAGGGGCGTAATG GGCTCTGTGCTGGGCTAATG 4863-6218 (1356)
l #8 GGGATGAAAATGCAGAAGGCAG CTGAGTGGTTCTCGTCCACC 5201-7121(1921)
. ) #9 GTGTGCCGGGAGATGGC GACCCAGCGTTTTCTGTTTCC 6857-7885 (1029)
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Supplementary Figure 1. ARID1A sequencing in OCI cells. a) Flowchart of ARID1A
sequencing. (b) Primer pairs for cONA PCR amplification. (c) The results of ARID1A
mutation validated in the genomic DNA in OCI-C5x and OCI-C1p cells. No mutation was
detected in OCI-C4p cells.



