
Hits for OCI C5x  Hits for OCI P5x 

CHROMOSOME ORGANIZATION

CHROMATIN MODIFICATION

CHROMATIN ORGANIZATION

CHROMOSOME

NUCLEAR CHROMOSOME

REGULATION OF TRANSCRIPTION FROM
RNA POLYMERASE II PROMOTER

COVALENT CHROMATIN MODIFICATION

NEGATIVE REGULATION OF GENE EXPRESSION

CHROMATIN BINDING

CHROMATIN

CHROMOSOME ORGANIZATION

CHROMATIN ORGANIZATION

CHROMATIN MODIFICATION

CELL CYCLE

CELL CYCLE PROCESS

CHROMOSOME

CELLULAR RESPONSE TO STRESS

DNA METABOLIC PROCESS

MITOTIC CELL CYCLE

CELLULAR RESPONSE TO DNA DAMAGE STIMULUS

‐Log10 q value ‐Log10 q value

0 10 20 30 40 50 0 10 20 30 40

Supplementary Figure 2.  Gene Ontology (GO) enrichment analysis indicates OCI-C5x 
cells are more vulnerable to epigenetic interventions than OCI-P5x cells. Hits for OCI-C5x 
or OCI-P5x summarized in Figure 1e were subjected to GSEA analysis in reference to genes 
annotated by the GO terms. Gene clusters highlighted in red are related to chromatin 
organization/modification. Clusters in blue are involved in gene transcription/gene expression 
regulation.


