Mutation comparison between PD and non-PD in the whole cohort PTEN mutation

in the whole cohort
1.00 * FDR < 0.25 0.25 +PTEn ° FDR < 0.25 Mutated status
. FDR > 0,25 . FDR > 0.25 Mutant wild type
2 £0.20 1001
£0.75 2 P =0.15
g g
KA
a 00.15 ") . 8
[a o %H sssssss 8
E 0 50 E / NC;FCHS %‘. 60 T
3 $0.10 |éecion 3
< o =
< S S 40
«© (] 1
2 =
802 80.05 8
a o =
201
0.00 0.00
000 025 050 075  1.00 000 005 010 015 020 0.25 0-% 21 37
Prevalence in PR and SD patients Prevalence in PR and SD patients PR+SD PD
b (number of patients)
Mutation comparison between PD and non-PD in arm E NOTCH3/PTEN/RB1
mutation in arm E
1.00 . 0.20 °
EBE ; 8%2 NOTCH3 SATSA EBE i 8%2 Mutated status
- SP9X SEC16A N
(%) (%) Mutant = Wild type
50.75 20, 1007
= = P =0.42
o o
g a 80
=050 =0.10 ch
(<} 4
8 8 5 60
o < e
3 R E
$0.25 < S 20
i’ : E0.0S % 40
[an o =
: =201
0.00 | 0.00
0.00 0.25 0.50 0.75 1.00 0.00 0.05 0.10 0.15 0.20 0- 0 3 14
Prevalence in PR and SD patients Prevalence in PR and SD patients PR+SD PD
(number of patients)
C CD8 IHC score inarm C FOXC1 number inarm E PD-L1 IHC score of immune cells PD-L1 IHC score of tumor cells
inarm C inarm C
1007 ,p=02s5| 10 —+ _ P=026] 10] —P-o65| 20] P=018
801 80 ine ® g | o
g g . 5® fo S 1.5
8 @ 3 i o
8 60 1 -+ %60- 0 (I) 61 %
] (] — -
I ! = %) 010
o 407 340 — = 4 (=
5 5 -+ 3 2
201 E —. - 20 & 21 —* ' 205
o . S oL e e 00

T T T
PD PR+SD SD+PD CR+PR SD+PD PR SD+PD PR

Figure S4. Potential predictors of response in the whole cohort and
arm C and E

(a and b) Comparison of mutation frequency between PD, and non-PD
patients (a) in the whole cohort, and (b) in arm E. (¢) Comparison of
CD8, FOXC1 and PD-L1 IHC score among different treatment efficacy
groups.

Abbreviations: CR, complete response; PR, partial response; SD, stable
disease; PD, progressive disease; FDR, false discovery rate; IHC:
Immunohistochemistry; TC: tumor cell; 1C: immune cell.



