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Figure S5 Differentially expressed genes in different diseases and conditions

a Among all 27 interferon genes and their receptors detected in the scRNA-seq dataset, as well as
several key chemokines/cytokines (CXCL9, CXCLI0, CXCLI I, CCL3, CCL4, CCL8, IL6, ILIB, ILI5, ILI5RA)
related to anti-viral responses. Box plots showing differentially expressed genes in non-COVID-19 vs
COVID-19 patients (calculated per patient, P <= 0.05 expect for ILIB). b Box plots showing
differentially expressed interferon and receptor genes, as well as related cytokines in mild vs critical
COVID-19 patients (calculated per patient, P < 0.05 expect for IFNG). ¢ Volcano plot of differentially
expressed genes comparing COVID-19 vs non-COVID-19 patients (calculated per patient). Red dots,
P <0.05. d Volcano plot of differentially expressed genes comparing COVID-19 mild vs critical patients

(calculated per patient). Red dots, P < 0.05.
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