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Figure S5. CD8+ T cell Phenotypes in the Bladder Tumor Microenvironment. (A) Heatmap depicting cross-referencing 

of CD8+ T cell cluster definitions from our dataset (x-axis) with those determined by Oh et al. (y-axis) in a bladder tumor 

dataset with color intensity indicating extent of correlation. (B) Cluster definitions, as determined by our analysis, project-

ed onto the UMAP of CD8+ T cells in bladder tumors from Oh, et al. (C) Frequency of various indicated clusters in CD8+ 

T cells from bladder tumors. 
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