Dimeric mimetic of BDNF loop 4 promotes survival of serum-deprived cell through TrkB-dependent apoptosis suppression
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Supplementary Figure Legend

Supplementary Figure 1. (A) MEKZ1 inhibitor (PD98059) had no effect on Akt pathway. SH-SY5Y cells in serum-free culture medium («0% FBS»)
with or without BDNF (~ 1 nmol) or GSB-106 (100 nmol) were also pre incubated with or without PD98059 (50 umol, 60 min). Blots were first
probed with anti-phosphorylated pan-Akt (pAkt1/2/3) antibody and then reprobed with anti-pan-Akt antibody, anti-a-tubulin antibody. The figure
shows data from one independent experiment (n=3; the original blots are shown in the supplementary information file).

(B) PI3K inhibitor (LY294002) had no effect on MAPK pathway. SH-SY5Y cells in serum-free culture medium («0% FBS») with or without BDNF
(~ 1 nmol) or GSB-106 (100 nmol) were also pre incubated with or without LY290042 (50 pmol, 60 min). Blots were first probed with anti-
phosphorylated Erk (pErk) antibody and then reprobed with anti-Erk antibody, anti-a-tubulin antibody. The figure shows data from one independent
experiment (n=3; the original blots are shown in the supplementary information file).
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Figures with relative original data acquisition
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Original scans of blots, corresponding to figure 1B

Before of transformation correction Before of Brightness and transformation correction

Blots acquired on Amersham Imager 680 (GE HealthCare).
TIFF files are available.

[as]
& L 0% FBS

24 48 starvatlon h
140 kDa -

15 kDa -
a-tubulin

Before of transformation correction




Zainullina et al., Figure 3 as submitted

BDNF
10 30 60

GSB-106
10 30

-]
0% FBS

140 kDa -

e

60 min

p-TrkB (Tyr706/707)
p-TrkB (Tyr816)

p-TrkB (Tyr515)

140 kDa - — = — R
OZKDE - e e . e s e
52 kDa - -P-*- a-tubulin
B
27 BONF 27 GsB-106 L,
.
. . .
PR

pTrkB / TrkB
pTrkB / TrkB

05 4

min 10 30 60 10 30 80 10 30 60 min 10 30 60 10 30 &0 10 30 60
Tyr706/707 Tyr816 Tyr515 TyrT06/707 Tyr816 Tyr515
Cc
w
s BONF GSB-108 4 BONF
5 10 30 60 10 30 60min _ . _
140 kDa - _ g pTIkB (Tyr708/707) & 1.5 * &
2 2
wokoa- [ ] pTREvete) 22 B TR
= =
voice-  ERERES B B 08 0G| PTheSe 2 w E
= 05 =
140 kDa - TrkB a a
92 kDa -
min 10 30 60 min 10 30 50
52 kDa - [ = = = = | a-lubulin 3 control 3 sS2SH
K252a
E . -
0%FBS BONF  GSB-106 F = s 3 0%FBS
-4 -+ - 4 PP2 g B B3 BDNF
140 kDa - p-TrkB (Tyr708/707) ,39 1 I GSB-106
_ %05
140 kDa - [0 on m= = -] p-TrkB (Tyr818) o
e —— =
140 kDa - TrB ~
@
92kDa - 2
=)
5
)
&
o
=
'a




Zainullina et al., Figure 3

Original scans of blots, corresponding to figure 3A

Blots acquired on Amersham Imager 680 (GE HealthCare).
TIFF files are available.

Before of transformation correction

Brightness correction
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Original scans of blots, corresponding to figure 3C

Blots acquired on Amersham Imager 680 (GE HealthCare). Before of Bri and i i Brightness correction
TIFF files are available.
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Original scans of blots, corresponding to figure 3E

Blots acquired on Amersham Imager 680 (GE HealthCare).
TIFF files are available.
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Original scans of blots, corresponding to figure 4A

Blots acquired on Amersham Imager 680 (GE HealthCare).
TIFF files are available.
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Original scans of blots, corresponding to figure 4D

Blots acquired on Amersham Imager 680 (GE HealthCare).
TIFF files are available.
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Original scans of blots, corresponding to figure 4E

Blots acquired on Amersham Imager 680 (GE HealthCare).
TIFF files are available.
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Original scans of blots, corresponding to figure 4F

Blots acquired on Amersham Imager 680 (GE HealthCare).
TIFF files are available.
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Original scans of blots, corresponding to figure 5A

Blots acquired on X-film. TIFF files are available.
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Original scans of blots, corresponding to figure 5C

Blots acquired on Amersham Imager 680 (GE HealthCare).
TIFF files are available.
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Original scans of blots, corresponding to figure 5C (continued)

Blots acquired on Amersham Imager 680 (GE HealthCare).

TIFF files are available.
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Original scans of blots, corresponding to figure 5D

Blots acquired on Amersham Imager 680 (GE HealthCare).
TIFF files are available.
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Original scans of blots, corresponding to figure 6A and 6E

Blots acquired on a Alliance Q9 gel documentation system (UVITEC). Beforeof transfomation’carrection

TIFF files are available.
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Original scans of blots, corresponding to Supplementary Figure 1A and 1B

Blots acquired on Amersham Imager 680 (GE HealthCare).
TIFF files are available.
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