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siRNAs

siRNA

Sequence

Reference

HNRNPK #1
HNRNPK #2
HNRNPK #3
HNRNPE1 #1
HNRNPE1 #2
HNRNPE1 #3
PRMT1

ctrl.

AGACUACAAUGCCAGUGUUdTIT
CUGUGGAAUGCUUAAAUUAJTIT
GGAACAAGCAUUUAAAAGATIT

CUACUCGAUUCAAGGACAAJTIT
UGAACCAGGUGGCAAGACAdTIT
UCACCAUUCCAAAUAACUUITIT
GGACAUGACAUCCAAAGAUdTAT
AGGUAGUGUAAUCGCCUUGATdT

(1)
(1)
(1)
(1)
(1)
(1)

(1)




Antibodies for Western blot (WB) and immunofluorescence staining (I1F)

Name Company/ Reference Catalogue Dilution Dilution
number (WB) (IF)
PRMT1 Merck, Darmstadt, Germany  07-404 1:2000 1:200
HNRNPK Santa Cruz, Dallas, TX, sc-28380 1:500 1:200
USA
HNRNPK Abcam, Cambridge, UK ab52600 1:200
Non-R™ K €)) 1:10
admR ) 1:50
HNRNPE1 Santa Cruz, Dallas, TX, sc-16504 1:500 1:200
USA
ALOX15 3) 1:200
VINCULIN Merck, Darmstadt, Germany V9131 1:3000
ELAVL1 Santa Cruz, Dallas, TX, Sc-5261 1:200
USA
DDX6 Novus Biologicals, NB200-191 1:5000 1:800
Centennial, CO, USA
DCP1A Abnova, Taipei, Taiwan H00055802-M06 1:400
HNRNPL Santa Cruz, Dallas, TX, sc-32317 1:500 1:100
USA
RPS3 NEB, Ipswich, MA, USA #2579 1:1000
RPS19* Abcam, Cambridge, UK ab181365 1:1000 1:200
RPS19** Abcam, Cambridge, UK ab40833 1:500 1:200
RPS19%** Abnova, Taipeh, Taiwan H00006223-M01 1:500
RPL19 Santa Cruz, Dallas, TX, K-12/s¢-100830 1:200
USA
GAPDH Abcam, Cambridge, UK 8245-100 1:5000
ACTB Merck, Darmstadt, Germany ~ A1978 1:2000
UBIQUITIN  Cell Signaling, Danvers, #3936 1:1000
MA, USA
Puromycin Merck, Darmstadt, Germany MABE343 1:25000
RPS19* used for Western blot analyses if not otherwise stated
RPS19** applied for Figure 6B
RPS19#*** applied for Figure 2H



Cloning primers

Construct Primer Sequence
ET16b-RPS19 we fw ttagttggatccgatgectggagttactg
p - w
v cgaggcggatcctactaatgettcttg
pET16b-RPS19 fw gatgagaaccggttctacacgcgage
WS2R v gctcgegtgtagaaccggttctcate
pET16b-RPS19 fw agagctctggcagccgecctcaaaaagtccggg
F21A v cccggactttttgagggcggctgccagagetct
fw gatccccaggtagtgtaatcgecttgttcaagagacaaggcegattaca
pSUPERIOR-Scr ctacctttttta
v agcttaaaaaaggtagtgtaatcgccttgtctcttgaacaaggegatta
cactacctggg
fw gatccccgeacaaagagcettgetcecttcaagagagggagceaaget
PSUPERIOR- ctttgtgcttttta
RPS19(495) v agcttaaaaagcacaaagagcttgctecctetcttgaagggageaag
ctetttgtgeggg
fw gatccccactgacacctcagggacaattcaagagattgteectgaggt
I}’&gll)fl;;gk gtcagtttttta
(738) v agcttaaaaaactgacacctcagggacaatctcttgaattgtccetgag

gtgtcagtggg




gPCR primer

target Primer Requence Reference
fw acacgcgagctgettccaca
RPS19
v agtttgcggccgecatcttg
v tccctggagaagagetacg (4)
ACTB
v gtagtttcgtggatgccaca 4)
fw ctggataccgcagctaggaata (5)
18S
v ccggtccaagaatttcacctct (5)
fw cccagtgctctgaatgtcaa (6)
28S
v agtgggaatctcgttcatce (6)
fw aggtcaggttcccttgttac
ALOX1S
v gaattaacccgtccttccag
fw aaaccctgggaaggctcct (1)
HBG1
v tcccaggagcttgaagtte (1)
fw gaaatgagaacaggggcatc
blaR
v ttagccctcccacacataac




Legends to Supplementary Figures

Figure S1: Immunofluorescence staining of K562 cells with antibodies for PLA analysis.

K562 cells were either left untreated (0d) or induced for erythroid maturation with 1.5 mM
sodium butyrate for eight days (8d). The localization of DDX6 and the P-body marker DCP1A,
HNRNPK and RPS19, as well as HNRNPL, was detected with specific antibodies as indicated,
which were recognized by fluorophore-coupled secondary antibodies (anti-rabbit-Cy3, anti-
mouse-FITC). Staining of nuclei with DAPIL. B) Quantification of the PLA assay shown in
(Figure 3A). Red signals per cell were determined in 10 images of three independent

experiments each. Student’s t-test for significance (***p<0.001).

Figure S2: Analysis of melting curves of His-RPS19 variants

Analysis of melting curves of His-RPS19 wild type or the related variants, as indicated

(meants.d., n=3).

Figure S3: Analysis of the HNRNPK — RPS19 interaction with the TSA.

A-F) Raw data (Tm) of the TSA analysis for RPS19 wt and variants W52R and non-related
F21A as control, with the non-methylated HNRNPK and HNRNPK>?™' derived peptides P1,
P2 and P1m, P2m, respectively, which were used to extract ATy, values in Figure 4D and E as
well as Figure S3 D-F. D-F) TSA analysis of the interaction between RPS19 wt, -W52R and -
F21A and peptide P1 (D), peptide P2 (E) and peptide P2m (F). The AT relative to the reaction

without peptide addition is shown.



Figure S4:

Specificity control of immunofluorescence staining.

K562 wt cells and RPS19-depleted K562 clone A were subjected to immunofluorescence

analysis as in Figure 7D, except that primary ALOX15 and RPS19 antibodies were omitted.
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Figure S1
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Figure S2
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Figure S3
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Figure S4

DAPI FITC ctrl. MitoTracker Cy5 ctrl.

clone A




