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A list of Supporting Tables in Excel format:

Table S1: Deglycosylated peptides and glycoproteins detected from each potential source for
signal boosting.

Table S2: Deglycosylated peptides and glycoproteins quantified from THP-1 monocytes treated
with LPS

Table S3: Deglycosylated peptides and glycoproteins quantified from THP-1 MO macrophages
treated with LPS

Table S4: Deglycosylated peptides and glycoproteins quantified from Hep G2 cells treated with
TGF-B
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Figure S1. Quantification of glycoproteins and deglycosylated peptides from THP-1 MO
macrophages treated with LPS. Correlation of deglycosylated peptides (A) and glycoproteins (B)
guantified from THP-1MO macrophages.
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Figure S2. Quantification deglycosylated peptides from THP-1 monocytes and MO macrophages
treated with LPS. (A and B) Abundance changes at the deglycosylated peptide level from THP-1
monocytes (A) or MO macrophages (B).
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