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Supplementary Figure 1. The relationship between the expression of RBPs in prognostic model. Cor: Correlation coefficient. The
value range of correlation coefficient is (- 1, 0) or (0, 1). When the value range is (- 1, 0), it means negative correlation, when the value range
is (0, 1), it means positive correlation.
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Enrichment plot: HALLMARK_MYC_TARGETS_V1
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Enrichment plot: REACTOME_SIGNALING_BY_WNT
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Supplementary Figure 2. Gene set enrichment analysis (GSEA) of curated genesets and hallmark genesets in high-risk and
low-risk patients with HNSCC. (A—F) GSEA results in high-risk group, (G-L) GSEA results in low-risk group.
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Supplementary Figure 3. Nomogram for predicting 1-, 3-, and 5-year OS of HNSCC patients.
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