Relative Abundance (%)

[_] Stenotrophomonas
] Pseudomonas

[ Haemophilus

B serratia

B Providencia

I [ Proteus

B Morganella

[ Tepidimonas

B Delftia

Bl Streptococcus

] Enterococcus

[_] Staphylococcus

] Sporosarcina

B Promicromonosporaceae
_—

o | 1 (.
o I| 1E [ ——

—1_ Y :
Diapause 3 Months 4 Months

| T
Ly e |

6 Months

Supplementary Figure S4. Adult microbiome composition in each replicate sample. Each sample
represents a pool of 2-6 siblings. See Supplementary Table 1 for detailed information on each sample.
The most abundant bacterial genera are represented in the legend.



