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Vector NLRP7
Ctrl shNLRP7-1 shNLRP7-2
Vector (SW480) NLRP7 (SW480)
Population Events | % Total | % Parent | Events | % Total | % Parent
All Events 10949 100.00% | 100.00% 11055 100.0% | 100.00%
P1 10000 91.33% 91.33% 10000 | 90.46% | 90.46%
QI1-UR 559 5.11% 5.59% 333 3.01% 3.33%
Q1-UL 126 1.15% 1.26% 228 2.06% 2.28%
QI1-LL 8947 81.72% 89.47% 9325 84.35% | 93.25%
QI-LR 368 3.36% 3.68% 114 1.03% 1.14%
Ctrl (DLD-1) shNLRP7-1 (DLD-1) sh-NLRP7-2 (DLD-1)

Population Events | % Total | % Parent | Events | % Total | % Parent | Events | % Total | % Parent
All Events 10645 | 100.00% | 100.00% | 10641 | 100.0% | 100.00% | 10632 | 100.0% | 100.00%

P1 10000 93.94% | 93.94% 10000 | 93.98% | 93.98% | 10000 | 94.06% | 94.06%
QI-UR 812 7.63% 8.12% 1007 9.46% | 10.07% 1035 9.73% | 10.35%
QI1-UL 874 8.21% 8.74% 739 6.94% 7.39% 649 6.10% 6.49%

QI-LL 8047 75.59% 80.47% 7868 | 73.94% | 78.68% 7897 | 74.28% | 78.97%
QI-LR 267 2.51% 2.67% 386 3.63% 3.86% 419 3.94% 4.19%




Figure S2
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Figure S3
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