BMJ Publishing Group Limited (BMJ) disclaims all liability and responsibility arising from any reliance
Supplemental material placed on this supplemental material which has been supplied by the author(s) Gut

A B

Enrichment plot:
HALLMARK_FATTY_ACID_METABOLISM

o 0.0
w
= § s Mboat7"T Mboat74hep
e Q.
S £ 05, NES =-2.12 Angptl3
> £ FDRQ=0.003 Scd1
-—
FE [ Norm P value =0 Acaala
12 s Acox1

X O
<8 3 L1 Ehhadh
E E S 6 na_pos (positively correlated)
— g4 Z score
< 9-’ 2 —-— o

L 0
T ‘é _2} Zero cross at 8120 _1.00 O_OO 100

e

oy [ : ; - ‘'na_neg’ (negatively correlated)

E 0 2,000 4,000 6,000 8,000 10,000 12,000

= Rank in Ordered Dataset

I-—Enrkhment profile — Hits Ranking metric scores

[ Chow_Mboat7"" [l Chow_Mboat74her

Relative gene expression

0.0

A B3 WO B 42 48 43 A g L B
50" ot 0¥ st pedt ot pc?® Poo*e““ad @ yod

Fatty acid metabolism Cholesterol
metabolism

D E

[ Chow Mboat7*" [l Chow Mboat74mer [ Chow Mboat7"" [ Chow Mboat74ner

2557 = 15001
*%

)

ns

1000+

500+

Relative Angpti3 mRNA

Serum Angptl3 protein (ng/m

0-

Thangapandi VR, et al. Gut 2021; 70:940-950. doi: 10.1136/gutjnl-2020-320853



