Evolutionary diversification of cytokinin-specific glucosyltransferases in
angiosperms and enigma of missing cis-zeatin O-glucosyltransferase gene

In Brassicaceae

Lenka Zaveska Drabkova, David Honys and Vaclav Motyka

Figure S1. Comparison of the alignment of the plant secondary product glycosyltransferase (PSPG) domain
in basal angiosperms, monocots and dicots. Consensus sequences were generated for taxonomic groups
(orders).
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PLYRWNS CRMBESH:-MGVMPIVMEWPMHSDQO
THC GWNS CHBISTTAMGY P LM -AWPRMHS DO
THCRWNSCVEISFAMG | PO TWP LHSDG
SHCGWNS CRMBISIFMGMPINATWPRMHS DO

1. Amborella_trichopoda_cisZ0G Pl1GD
2, Amborella_trichopoda_cisZ0G WA P QINENNEHHEFP 5 TIG
3. Amborella_trichopoda_cisZ0G WA P CINENNER HFP S TG
4, Amborella_trichopoda_cisZ0G WA P QIECOMIBEGCHSS T A
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1. Apostasia_shenzhenica_ZOGZ WAPQTEINECHPATGEGF VSHCGWNS L BIE A~ S F G PINL TWPRH S DG
2. Elaeis_guineensis_Z0G WAPQUEEIBAHPATGGF | SHCGWNSCMES | SMGYPIIVAWPMHSDQ
3. Phoenix_dactylifera_Z0G_a WAPQINETTHAHP S TEGFMISHCGWNS CRIBIS W SMGY P L L AWPRMHS DO
4. Phoenix_dactylifera ZOG b WA PQIENNEAH PATGG FMSHCGWN S CHIES | SMIGM P\ AW PEIHS DO
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1. Ananas_comosus_F0G1_a

2. Ananas_comosus_Z0G1_b

3. Ananas_comosus_Z0G2_isoX1_
4, Ananas_comosus_Z0G2_isoX1_
5. Avena_strigosa_a

6. Avena_strigosa_b

7. Avena_strigosa_c

8. Brachypodium_distachyon_Z0
9. Brachypodium_distachyon_Z0
10, Brachypedium_distachyon_Z0
11. Brachypedium_distachyon_Z0
12, Brachypedium_distachyon_Z0
13, Brachypedium_distachyon_Z0
14, Brachypodium_stacei_£0Ga
15, Brachypodium_stacei_Z0Ghb
16, Dichanthelium_cligosanthes_
17, Dichanthelium_cligosanthes_
18. Dichanthelium_oligosanthes_
19, Dichanthelium_oligosanthes_
20, Hordeurn_vulagre_vulgare_a
21. Hordeum_wvulgare_vulgare_b
22, Hordeumn_vulgare_vulgare_c
23, Hordeumn_vulgare_vulgare_d
24, Hordeumn_vulgare_vulgare Z0G
25, Oropetium_thomaeum_Z0G1
26. Oryza_brachyantha Z0G1_a
27. Oryza_brachyantha_Z0G1_b
28. Oryza_brachyantha_Z0G1_c
29, Oryza_sativa

30, Oryza_sativa_Indica_Group_0
31, Oryza_sativa_Indica_Group_0
32, Oryza_sativa_Indica_Group_0
33, Oryza_sativa_laponica_Group
34, Oryza_sativa_laponica_Group
35, Oryza_sativa_laponica_£0G_
36, Oryza_sativa_]aponica_Z0G_
37. Oryza_sativa_]aponica_Z0G_
38, Oryza_sativa_Japonica_Z0G_b
39, Oryza_sativa_]aponica_Z0G1
40, Oryza_sativa_laponica_Z0G1
41, Oryza_sativa_0s|_16942

42, Panicum_hallii_PAHAL_BO4840
43, Panicum_hallii_PAHAL_GO0631
44, Panicum_hallii_PAHAL_G01884
45, Panicum_hallii_PAHAL_GO1885
46, Panicum_hallii_PAHAL_GO1886
47, Panicum_hallii_PAHAL_GO1888
48, Panicum_hallii_PAHAL_GO1889
49, Saccharum_hybrid_cultivar_R
50, Saccharum_hybrid_cultivar_Z
51. Setaria_italica_SETIT_01213
52, Setaria_italica_Z0G_a

53, Setaria_italica_Z0G_b

54, Setaria_italica_Z0G_c

55, Setaria_italica_Z0G_d

56, Setaria_italica_Z0G_e

57. Setaria_italica_Z0G_f

58, Setaria_italica_Z0G_SETIT_O
59, Setaria_italica_Z0G1

60, Sorghum_bicolor_a

61, Sorghum_bicolor_b

62, Sorghum_bicolor_Z0G_a

63, Sorghum_bicolor_Z0G_b

64, Sorghum_bicolor_Z0G_c

653, Sorghum_bicolor_Z0G_d

66, Sorghum_bicolor_Z0G_e

67, Sorghumn_bicolor_Z0G_f

68, Sorghum bicolor Z0G g

69, Sorghum_bicolor_Z0G2_jisoX1
70, Sorghum_bicolor_Z0G2_jsoX3
71, S5orgum_bicolor_Z0G_b

72, Sorgum_bicolor_Z0G _c

73. Sorgum_bicolor Z0G1_a

74, Triticum_aestivum

75, Triticum_aestivum_Z0G1

76, Triticum_aestivurm_Z0G2a

77, Triticum_urartu

78, Zea_mays_a

79. Zea_mays_c

80. Zea_mays_Z0G

81. Zea_mays_Z0G_a

82, Zea_mays_Z0G_b

83, Zea_mays_Z0G1

84, Zea_mays_f0G2
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WAPQINENINAHE ATAAFYVSHCGWNS CHIBIS | SMGEYP VY GWPRHSDQ
WAPQINENMNAHDATAAFYSHCGWNS CHIBIS | SMDVWVP LY GWPRHSDQ
WA PQINENMEAHE ATAAFYSHCGEWNS CRIBIS | SMDVP LY GWPEIHS DG
WA PQINENMEAHE ATAAFYSHCGWNS CRIBIS | SLIGY P VY GWPEIHS DG
WAPQINENMNAHRE ATAAFMSHCGWNS TRIBISINS HGK PIRMEA WP MIH CDQ
WAPQIENMNAHGATAAFMSHCGWNS TVEISIIS HGK PINEA WP MIH CDNQ
WAPQINENMEAHCATAAFMSHCGWNS TVEIGIES HGK ~ANMEA WP BIH S DG
WAPQIEENEAHGATAAFMSHCGWNS TRIBISIIS HGK PINEAWPMIH SDQ
WAPQIEBE DAHGATAAFMSHCGWNS THMEBISIESHGK PIITEAWPMH C
WAPQIEEITDAHGATAAFMSHCGWNS THIBIS SHGK PIIIEAWPKH 5
WAPQEE IEAHGATAAFMSHCGWNS TVEISINSHGK PIIIHAWPRMH sDQ
WAPQIEEIEAHGATAAFMSHCGWNS TVEIS MSHGK P MIBAWPRMH sDQ
WAPQIEE EAHG:- TAAFMSHCGWNS TVEISINSHGK PIINEAWFRMH sDQ
WAPQIEEEAHA A CGTAAFMSHCGWNS THIEIS MSHGK PIIEAWPRMH SsDQ
WAPQIEE IEAHGATAAFMSHCGWNS TVEISSHGK AVMIBAWPRMH SDQ
WAPQIEIEAHGATAAFLSHCGWNST IBEISVSHGK PINEAWP | HSDQ
WAPQIENETEAHGATAAFMMNHCGWNS TVEISIBSHGK PIIIEAW P MIH GDIH
WAPQIEEN I MAHGATAAFMSHCGWNS AMBISIESHGK P LMEAWPMHSDQ
WAPQIEE IEAHGATAAFMSHCGWNS TVEISIESHGK P VIBECWPRMH SDQ
WAPQINENMEAHGATAFFYVSHCGEWNS L LBEIGIISHGK PIMEAWPRMH sDQ
WAPQIENTMNAHTATAAFMSHCGWNS TRIBISINS HG K PIIEA WP MIH C DG
WAPQIENMNAHGATAAFMSHCGWNS TRIBISIIS HG K PIIMEAWPMIH s DQ
WAPQIENMAHTATVAFMSHCGWNS TRIBISINS HG K PIIEA WP MIH CD'Q
WAPQIENMNAHGATAAFMSHCGWNS TRIBISINS HGK PINEAWPMIH s DQ
WoPQIENMEAHGATAAFMSHCGWNS TVEISIBSHGK P VIBAWPMIH S DQ
WAPQIENE-HGATAAFMSHCGWNS TRIBISINS HGK PINEAWPMIH SDQ
WAPQINERMEAHA < TAAFMSHCGWNS TRIEIS M SHGK P VIS WP RN C DG
WAPQIEDMMEAHAATAAFMSHCGWNS TMEISINSHGK PIIEAWPMIH s DQ
WAPQINEITEAHGATAAFMSHCGWNS TRIEISINS vGK PIIEAWPRMH sDQ
WAPQIEE EAHD ATAAFMSHCGWNS TMEISIHSHGK LINTEAWPRMHCDQ
WAPQUEE [EAHGATAAFMSHCGWNS TMEISIHSHGK PIIIHAWFRMH SDQ
WAPQIEE EAHGATAAFMSHCGWNS TMEISIES Y GKPIIIHAWPFRMHSDQ
WAPQIEETTHAHDATAAFMSHCGWNS TMBEISIESHG
WAPQIEETHAHDATAAFMSHCGWNS TMBISIESHG
WAPQIEE IEAHGATAAFMSHCGWNS TMEISIESHGKE PIIIHAWPRMH SDQ
WAPQINENMEAHGATAAFMSHCGWNS TRIBIS I SHGK PIIEAWPMHSDOQ
WAPQINENMEAHGATAAFMSHCGWNS Y VBIS M SHGK P VIBAWPRH s DQ
WAPQINENMEAHGATAAFMSHCGWNS YV VBIS I SHGK P VIBAWPRIH S DQ
WAPQINENMNAHGATAAFMSHCGWNS TREBISINSHGK PIMEAWPRHSDQ
WAPQINENMNAHGATAAFMSHCGWNS TRIBISIES YGKPIIEAWPRHSDOQ
WAPQINENMNAHGATAAFMSHCGWNS TREBISIESHGK PIIEAWPRH SDQ
WAPQIE ITHAHGATAAFMSHCGWNS TVEBISIESHGK PIIIEAWPMHSDOQ
WAPQIE ITHAHGATAAF L SHCGWNS TVBISIESHGK P VIEAWPMHSDQ
WAPQIE THAHGATAAFMSHCGWNS AMBISIESHGK P LMIEAWPMHSDO
WAPQINEIITHAHF ATAAFYSHCGWNS THBIS I SHGK PIIEAWPMHSDO
WAPQINEIITHAHFPATAAF L SHCGWNS THBIS IS YGK PIIEAWPMHSDO
WAPQIEDMEAHDATAAFMSHCGWNS TVEBISIESHGK PIIEAWPMH DO
WAPQIE ITHAHGATAAFMSHCGWNS TMBEISIESHGK P VIEAWPMHSDQ
WAPQIE ITHAHGATAAFMSHCGWNS TMBEISIESHGK P MIEAWPMHSDO
WAPQIEATHAHGATAAFMSHCGWNS TVBISIM SHGK PIIEAWPMHSDOQ
WAPQINEIITHAHFATAAFLSHCGWNS TMEISIES Y GKPIIEAWPMHSDOQ
WAPQINETHAHCATAAFMSHCGWNS TVEISIES HGK PIIEAW P MIH G
WAPQINEITHAHFATAAFMSHCGWNS THIBIS S Y GKPIIEAWPMH S
WAPQIDEITHAHP =« TAAFMSHCGWNS |MBISSHGK PIIIEAWPMHSDO
WAPQIE ITHAHGATAAFLSHCGWNS T IBISMSHGK PIIIEAWPMHSDO
WAPQINE ITHAHR ATGAFMSHCGWNS TVEBISIESHGK PIIIEAWPMHSDQ
WAPQIE ITHAHGATAAFMSHCGWNS AMBISIESHGK P MIEAWPMHSDOQ
WAPQIBE ITHAHCATAAFMSHCGWNS TVBISIESHGK PIIEAWPMH DO
WAPQIBE ITHAHGATAAFMSHCGWNS TMBEISIESHGK P VIEAWPMHSDQ
WAPQINEITHAHGATASFLSHCGWNS |IMBIS GHGK PIIEAWPMHSDO
WAPQINEITHAHGATASFLSHCGWNS |IMBIS GHGKPIIEAWPMHSDO
WAPQIBE ITHAHGATAAFMSHCGWNS TMEISIESHGK P VIEAWPMHSDQ
WAPQIBE ITHAHGATAAFMSHCGWNS TMBEISIESHGK P VIEAWPMHSDQ
WAPQINBE ITHAHGATAAFMSHCGWNS TMEISIES NGKPIIIEAWPMHSDO
WAPQIBE ITHAHGATAAFMSHCGWNS TMBEISIES NGK PIIIEAWPMHSDO
WAPQIE ITHAHGATAAFMSHCGWNS TVEBISI SHGK PIIIEAWPMHSDQ
WAPQINE ITHAHGATAAFLSHCGWNS TVEBISIESHGK PIIIEAWPMHSDQ
WAPQINE ITHAHGATAAFLSHCGWNS TVBISIESHGK PIIIEAWPMHSDQ
WAPQIEETEAHGATASFLSHCGWNS | MEBIS I GHGK PIIEAWPMH SDOQ
WAPQINEIEHAHGATASFLSHCGWNS |MBISMGHGK PIIEAWPMHSDQ
WAPQIEOMOAHGATAAFMSHCGWNS TREISIISHGHP MIBAWPEH SDQ
WAPGQHCOMOAHGATAAFMSHCEWNS TRIEISINS HGH P 1/IMAW P BIH 5 DG
WAPGQIEMMEAHGATAAFMSHCGWNS TVEISIIS HGK PIMEAWP BIH s DG
WAPQINETEAHGATAAFMSHCGWNS | LEISIISHGK PIIEGWPRH SsDQ
WAPQIEE IHAHGATAAFMSHCGWNS TMEISIHSHGK PIIIEAWPMHSDOQ
WAPQIEBEIEHAHGATAAFMSHCGWNS TMEISIHSHGK P VIBEAWPMHSDQ
WAPQINEIITNAHGATAAFMSHCGWNS TMEISIISHGK PIIIBAWPEMH SDQ
WAPQINEITINAHGATAAFLSHCGWNS |MBISMGHGK PIIEAWPEMHSDQ
WAPGQIENMMEAHGATAAF L SHCGWNS |MIBIS 1M GHGK PRMEAWP BIH S DG
WAPQIETEAHGATAAFMSHCGWNS T IBISIISHGK P VIBAWPRIH s DQ
WAPQIETEAHGATAAFMSHCGWNS TVEISIISHGK PINEAWPRIH s DQ
WAPQIEBEIHAHGATAAFMSHCGWNS TMEISIEHSHGK P MIEAWPMHSDO
WAPQINEINTINAHGATAAFMSHCGWNS T IBEISIISHGK P VIBAWPEMH SDQ
WAPQINENTINAHGATAAFMSHCGWNS | IBEISIISHGK P VIBAWPHEMH SDQ
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1. Nelumbo_nucifera_Z0G_c
2. Melumbo_nucifera_Z0G_a
3. Macleaya_cordata_b

4, Macleaya_cordata_a

5. Aquilegia_coerulea_b

6. Aquilegia_coerulea_a

7. Aquilegia_coerulea_c

8. Vitis_vinifera_70G_b

4, Vitis_vinifera_Z0G_a
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1. Arachis_duranensis_70G_h

2. Arachis_duranensis_Z0G_a

3. Arachis_ipaensis_Z0G

4, Cajanus_cajan_Z0G_b

5. Cajanus_cajan_Z0G_a

6. Cajanus_cajan_Z0G_d

7. Cajanus_cajan_Z0G_c

8, Cajanus_cajan_Z0G_e

9, Cicer_arietinum_Z0G

10. Lupinus_angustifolius_Z0G_b
11. Lupinus_angustifolius_Z0G_
12, Medicago_truncatula_70Ga
13, Medicago_truncatula_Z0Gh
14, Medicago_truncatula_Z0G_a
15. Medicago_truncatula_Z0G_c
16. Medicago_truncatula_Z0G_b
17. Phaseolus_lunatus_F0G

18, Phaseolus_vulgaris_hypotS
19, Phaseolus_lunatus_F0G1
20. Phaseolus_vulgaris_hypot3
21. Phaseolus_vulgaris_hypot2
22. Phaseolus_lunatus_70G2
23, Phaseolus_vulgaris_hypotl
24, Phaseolus_vulgaris_hypotd
25, Trifolium_subterraneum_a
26, Trifolium_subterraneum_b
27. Trifolium_subterraneum_c
28, Trifolium_pratense_70Ga
29, Vigna_radiata_radiata_Z0G_
30, Vigna_angularis_Z0G_e
31.Vigna_radiata_radiata_£0G_
32, Vigna_angularis_Z0G_a
33.Vigna_radiata_radiata_Z0G_
34, Vigna_angularis_Z0G_f

35, Vigna_angularis_angularis_V
36. Vigna_angularis_angularis_V
37. Vigna_angularis_Z0G_b
38.Vigna_radiata_radiata_Z0G_
39. Vigna_angularis_Z0G_c

40, Vigna_radiata_radiata_Z0G_
41, Vigna_angularis_angularis_
42, Vigna_radiata_radiata_£0G_
43, Vigna_angularis_Z0G_g

44, Vigna_radiata_radiata_70G_
45, Vigna_angularis_Z0G_d
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WAPQIDEITEAHP S TGGFMSHCGWNS CHMIBIS | SMGNPITAAWPMHSDOQ
WAPQINENTEAHRE ATGGF LSHCGWNS CVIEIS | SMIGN PIFAAWPMHSDOQ
WAPQINCONNNAHRE STEGF LTOCEGWNSC |HSIES L GRPVAAWPHE L GIDQ
WAPQIHOMMEAHASTGGEF LSHCGWNS CHMIBISINS MGN PIFAAWPMH S DO
WAPQVONMBAHP S TGGFMSHCGWNS THIEISIES | GNP IIA AWPMH S DQ
WAPQACQIIEGCHP S TGGFMSHCGWN S T-S-S-P.AAWP-5=
WAPQINEINMBAHPSTGGF LSHCGWNSCHMBISIES MGW PIFA AWPNMH S
WAPQINEINTECH:= S TGGFMSHCGWNS CLIBEIS | SMGNMPIFAAWPMHSDOQ
WAPQINEMECH: STEGGLMCHCGWNS CLEBIS | SMGWFINAAWP MHSDQ
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WAPQINENIERHNS TGGE FMSHCGWNS = MEBISIITRIGH PIIA AWPRH S DQ
WA PQINENNNGHRE ATGEGE FMSHCGWNS CMEBEISIITRIGH PIIA TWPRH s DiQ
WA POQINENINGHRE ATGEGE FMSHCGWNS CHMEBISIITRIGH PIIA TW P RIH S D'Q
WAPQINENIESHTS TGEFMSHCGWNS CINBISII TRIGW PIRA AWPIRIH ~DQ
WAPQINENIESH:=S |IGEGFMSHCGWNS CINBEIS L TRIGW PIRAAWPMH S DQ
WAPQINENIENHPS TEGGEFYSHCGWNS CINBEISII TRIGHW PIRA AWPMH S DQ
WA PQINENMNNHP S TEGF Y SHCGWN S CINBEIS I TRIGN P IRA AW PBIH S DQ
WAPQINENMENSHTS TGEFMSHCGWNS CINBISTII TRIGW PARA AWPRIH 5 DQ
WAPQINENIENHPS TEGGEF TSHCGWNS CINBISIN - MIGW PIIA AWPMH S DQ
WAPQIEDNEMNHPS TEGE FMSHCGWNSC | ETHIITRIGH P v vV AWPBH S DQ
WTPQIEDIMENHPS TEGE FMSHCGWNS C | EITHIITRIGH PIIA AWPBH S D'Q
WAPQINENIESH:=S |IGEGFMSHCGWNS CHMEBISIITRIGNH PINA AWPRH S DQ
WAPQINENMNSH:=S |IGEFMSHCGWNS CHMBISINTRIGHW PIIA AWPRIH s DQ
WAPQINENMESH:=S |IGEGFMSHCGWNS CHMBISINTRIGY PIRA AWPRMIH S DQ
WAPQINENMESHPSTGGFMSHCGWNS TINBEISI - MIGW PIRAAWPRMH SDQ
WAPQINENMESHPSTGGFMSHCGWNS TINBEITHN = MIGW PIRAAWPRMH SDQ
WAPQINENIESH-=STGGEFMSHCGWNS CINBISI = MIGW PINA TWP FHSDQ
WAPQINENMNSH=STEGF L SHCGWNS CINBISIN TGN PIRA TWP FHSDQ
WAPQINENIMNSH-STEGEFMSHCGWNS CINBEISTII TRIGW PIEA TWPRIH S DQ
WAPQMENNMESH-STEGEFMSHCGWNS CINBEIS L TRIGH P A TWARKH S DQ
WAPQINENIESH = ATEGGEFMSHCGWNS CINBEISII TRIGW P A TWPRMIH S DQ
WAPQINETNSH-STGGFMSHCGWN S C-S.S-F‘.ATWF‘-5=
WAPQUMENINSHGS TEG FMSHCGWN S CHNEIS I TRIGN P IRA TW ARIH S
WAPQINENMEMNH:S TEEFMSHCGWNS CINELS | TRIGHW PIIAAWP FHSDQ
WAPQINENIESHPS TGGFMSHCGWNS TINBEISI - MIGW PIRAAWPRMH S DQ
WAPQINENMESHPS TGGFMSHCGWNS TINBEISI - MIGW PIRAAWPRMH S DQ
WAPQIEEDIMESHPSTEGG FMSHCGWNS TINEISI - MIGW PINA AWPRMH S DQ
WAPQINENIESHPSTGGFMSHCVWNS TINBEISI = MIGW PINAAWPEH S DQ
WAPQINENMNSHPS TGGFMSHCGWNS CTIEIS F S MIGW PIIA TWPRIH S DQ
WAPQINENMESHPS TGGFMSHCGWNSCTHEIS F S MIGW PINA TWPRH SDQ
WAPQ-ENNESHPS |GGEGF LNHGGWNS CINEIS F < MGMPAMWE | HSDQ
WAPQ-ENNMESHPSMGGEF LSHCGWNS CINES L sMGMPIAAWP | HSDQ
WAPQINENIESHP S TGGFMSHCGWNS CINBISII S LIGH P WA TWPEH S DQ
WAPQINENIMNSHP S TEGFMSHCGWNS CINBEISIN S |LIGMP MATWPEIH S DQ
WAPQINENINSHPS TEGGEFMSHCGWNS CINBEISIN S LIGR P A TWPRIH S DQ
WAPQINENIESHPSTEGEFMSHCGWNS CINBISIN S LIGW P A TWPRH S DQ
WAPQINENIESHNS TGEFMSHCGWNS CINBEISII TRIGW PIRA TWPMIH S DQ
WAPQINENIESHPSTGGFMSHCGWNS CINBEISII TRIGW PIRA TWPMH S DQ
WAPQINENIESHP S TGGEFMSHCGWNS CINBISII TRIGH PIRA TWPIRIH S D'Q
WAPQINENIMESHMNS TGEFMSHCGWNS CINBEIS I TRIGW PEEA AWPRIH 5 DQ
WAPQINENIESHPSTGEA FRMSHCGWNS CINBISII S LIGR P A TWPRH S DQ
WAPQINENINSH-STEEFMSHCGWNS CINBEIS L TTIGE PIIAAWP VIHSDQ
WAPQINENIESH:-STEGGEFMSHCGWNS CINEIS L TRIGE PIRAAWP VIHSDQ
WAPQINENIESHTS TGEFMSHCGWNS CHMBISHN S MIGH PINA AWPRH S DQ
WAPQINENMNSHTS TGEFMSHCGWNS CMEBISHN S BIGHW PIEA AWPRH S DQ
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Identity
1. Morus_notahilis Z0G WAPQIEEITECHF S TGGFESHCGWNSC |BISIITRIGY PIIC AWPRMH S DD
2, Ziziphus_jujuba_Z0G WAPQIEETECHF S TGGFMSHCGWNS CRIBISIPTMGMPITAAWPMA DG
3. Fragaria_vesca_vesca WAPQUEDAMESHES TAWFIISHCGWNS CRIBIS | T LGNMPIIACWPEMHS DO
4, Prunus_persica_Z0G WAPQIEETEAHKS TGWMFY SHCGWNS CRIBISTI TRIGY PIIA AWPRH S DO
5. Prunus_mume_Z03G WAPQINETEAHKS TGGFYVSHCGWNSC BISIITRGY P VAAWPEBHS DO
&, Prunus_avium_Z0G WAPQIEETIEAHKS TGGFY SHCGWNS CRMBISTITRIGY PIIA AWPRH S DO
7. Pyrus_x_bretschneideri_ ZOG WYV PICINENNES HE S TEG FINSHCGWN S CIHIBIS I TG P A AW F‘-5=
8. Pyrus_x_bretschneideri_ ZOG WYV P CINENNESHK S TEG FINSHCGEWN S CINIEISI TRIGY P IRA AW P NIR S
9, Malus_domestica_Z0G WAPQINDIMESHK S TGGFIESHCGWNSC |BESITTMGWPITAAWPMHSDQ
10. Pyrus_x_bretschneideri_Z0G WA P QINENNESHE S TEG FINSHCGWNS C | BISIITRIGR P IFA AW P IR S DS
Fagales, Cucurbitales
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1. 222 Juglans_regia_Z0G WAPQIBEINMESHPSTGGF L SHCGWNS CRMBISIEF TGV PIEA AWP | ASDQ
2, 286_Quercus_suber 7Z0Gd WA PQINERMESHP S TEGFMSHCGWN S CINIE S TGN P EIA AW P MA S DQ
3. 285 _Quercus_suber ZO0Gc WAPQINENNESHP S TEGFMSHCGWNS CHIBISINTIMIGH PIRA AW P MA SDT
4,283 _Quercus_suber 70Ga WAPQINENIESH-STEGEFMSHCGEWNS CHIBISITRGW P WA AWPMA SDQ
5. 285_Cucumis_sativus_Z0Ga WA P TINENNESHWATEGFMTHCGWN S CHIBISINT TEREP v | AWPBMH s Dig
6. 296_Cucumis_sativus_Z0Gh WA P QINENIESHWATEGEFM THCGWNS C LEISIITRGR P VA AWPMH SDig
7. 273 _Cucurbita_maxima_Z0G WA P DINEFMESHF S TIGG F VSHCGWER S CINIES I~ WG P A AW P M H s Dy
Malphigiales
] [ g gl & E
Consensus WNPOQIEEITEAHPATGGFMSHCGWNS C-S.T-P.HAWP-S-
Fl ol
I \ |
Sequence Logo 72 11( H | \ | | | |
o CEIRLEIgN | =4 ¢II j L L
Identity I & I T I T
1. Hevea_brasiliensis_Z0G_b WNWPOQIEEIEAHPATGGFMSHCGWNS CMEBISIITRMGW PN TAWPMHS DO
2. Manihot_esculenta_Z0G_b WNPQIEEITEAHPATGGFMSHCGWNS CRBISIT - MGV PIEAAWPMHSDO
3. Hevea_brasiliensis_Z0G_a WNWPQIEE TN -HPATGGFMSHCGWNS CMEBISIITRMGWPINAAWPMHSDOQ
4, Ricinus_communis_a WNPQIEEIIECHPATGGFMSHCGWNS CRMEBISIITRMGWPINAAWPMHS DO
5. Ricinus_communis_Z0G WNPQIEEIIECHPATGGFMSHCGWNS CRMEBISIITRMGW PINAAWPMHS DO
6. Jatropha_curcas_a WNPQIEEITIEAHCA | GGFMSHCGWNS CRBISIT TMGMPIEAAWPMHSDO
7. |atropha_curcas_70G_b WM POQIEETIEAHCA | GGFMSHCGWNS CHBISITTMGMPIEAAWPMHSDO
8. J]atropha_curcas_b WM POQIEETIEAHCA | GGFMSHCGWNS CHBISITTMGMPIEAAWPMHSDO
9, |atropha_curcas_Z0G_a WM POQIEETEAHCA | GGFMSHCGWNS CRBISITTMGMPIEAAWPMHSDG
10, Ricinus_communis_b WMPOQIEETEHCHPATGGFMSHCGWNS CRIBISITTMGMPIEAAWPMHSDG
11. 289 _Salix_purpurea_Z0Gb WAPQIEETIEAHPATGGFMSHCGWNS CRIBISIT - MIGWP LAAWPMHSDO
12,94 Populus_trichocarpa_Z0G WAPQIEETIEAHPATGGFMSHCGWNS CRIBISIT - MGMPIEAAWPMHSDO
13,164 _Populus_euphratica_Z0G_iso WAPQIEETIEAHPATGGFMSHCGWNS CRIBISITT S MGMPIEAAWPMHSDO
14, 288 _Salix_purpurea_Z0Ga WAPQIEETIEAHPATGGFMSHCGWNS CRBISITTMGMPIEAAWPMHSDO
15,92 _Populus_trichocarpa_Z0G_a WAPQIEETIEAHPATGEG IMSHCGWNS CRBISITTMGMPIEAAWPMHSDO
16.93_Populus_trichocarpa_Z0G_b WAPQIEETIEAHPATGGFMSHCGWNSC LBEISIFTMGMPIEAAWPMHSDO
17.165_Populus_euphratica_Z0G WAPQIDETEAHPATGGF LSHCGWNSC LEISIFTMGWMPIEAAWPMHSDO



Myrtales, Sapindales, Malvales

Consensus
Sequence Logo

|dentity

Eucalyptus_grandis_Z0G
Citrus_sinensis_a
Citrus_sinensis_b
Citrus_unshiu_CUMW_226820
Citrus_clementina
Corchorus_capsularis
Durio_zibethinus_Z0G

8. Glycine_max_Z0G_a

9. Cajanus_cajan_Z0G_e

10, Glycine_rmax_Z0G_hb

11, Glycine_rmax_Z0G_d

12, Glycine_rmax_Z0G_c

13, Glycine_soja_Z0G_b

14, Glycine_max_a

15, Glycine_soja_Z0G_a

16, Gossypiurmn_raimondii_Z0G
17, Gossypiurmn_hirsutum_Z0G
18, Gossypium_arboreum_Z0G
19, Theobroma_cacao_Z0Gh
20, Theobroma_cacao

21. Theobroma_cacao_f0G_isoX1
22, Theobroma_cacao_Z0Ga
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WAPQINENNEGHP ATGEGEF L SHCGWN S CINIES S GNP I L AWPMH S DIQ
WAPQINENIEAHCS TGG FMS HCGWN S CINIENS T TRIGW PEIY AWPMH S DIQ
WAPQINENMEAHCS AGGFMS HCGWN S CINIENS I TRIGW PEIY AWPMH S DG
WAPQINENMEAHCS TGGFMS HCGWN S CINIEIS T TRIGW PEIY AWPMH S DIQ
WAPQINENMEAHCS TGGFMS HCGWN S CINIEIS T TRIGW PEIY AWPMH S DIQ
WA PQINEYIBAHP ATGES FVSHCGWNS CRIBISIN S LIGW PING AW P MH S DIl
WAPQINENNEAHP ATGGFYVSHCGWNS CIHIEIS I TRGWY PING AWPMH s DIQ
WAPQINENIN-HTS TEGFMSHCGWNS C LIBISHN S MIGW PEIAAWPBH S DG
WAPQINENIN-HTS TEGFMSHCGWNS C LIEISEINTRGW PEIAAWPBMH S DG
WAPQINENIN -HTS TEGFMSHCGWNS C LEISINTRGW PEIA < WP BMH s DG
WAPQINENIN-HTS TEGFMSHCGWNS C LIEISEINTRGM PIA AWPBH S DG
WAPQINENIN -HTS TEGFMSHCGWNSC LEISINTRMGM PINL AWP VHSDQ
WAPQINENIN-H:=5TEGFMSHCGWNS CRIBIS I TRIGW PV AWPBIH s DG
WAPQINENIN-H:=5TEGFMSHCGWNS CRIBIS || TRIGW PV AWPBH s DG
WAPQINENIN-H:=STEGFMSHCGWNS CRIBISIITMGW PIA AWPBMH S DQ
WA PQINENINAHP A |IGGFVSHCGWNS CRIBISTINTMGM PIRNGAWP VHSDQ
WA PQINENINAHP A |IGGFVSHCGWNS CRIBISTIITHMGMW PINGAWP AHSDQ
WAPQINENNIEAHP A |IGGFVSHCGWNS CHIBISIITRMGY PINGAWP VIH S DIQ
WAPQINENNEAHP ATGGFVSHCGWNS CIHIEIS I TRIGW PINGAWPMH s D'Q
WAPQINENNIEAHP ATGGFVSHCGEWNS CIHIEIS I TRIGW PINGAWPMH s D'Q
WAPQINENIEAHP ATGGFVSHCGWNS CIHIEIS I TRIGW PINGAWPMH s D'Q
WAPQINENMEGHP S TGG FMS HCGWN S CINIE S I - GNP A AWPBIH S DIQ

Brassicales, Caryophyllales, Gentianales

Consensus
Sequence Logo

ldentity

1. Carica_papaya_Z0G

2. Amaranthus_hypochondriacus
3. Chenopodium_gquinca_20G_g
4, Chenopodium_guinoa_Z0G_e
5. Chenopodium_quinoa_Z0G_f
6. Amaranthus_hypochondriacus
7. Chenopodium_guinoa_Z0G_b
8. Chenopodiurm_guinoa_Z0G_d
9. Chenopodium_guinoa_Z0G_c
10, Chenopodium_quinoa_Z0G_a
11. Beta_vulgaris_vulgaris_Z0G
12, Coffea_canephora_b

13, Coffea_arabica_Z0Ge

14, Coffea_arabica_ZOGf

15. Coffea_arabica_Z0Gd

16, Coffea_arabica_Z0Ghb

17, Coffea_arabica_Z0Ga

18. Coffea_arabica_Z0Gc
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WAPQINENMMECHE A |GG FVSHCGWNS CRIC S T TGN P 11 GAWPBMHSDQ
WAPQIEEITIEAHS & | GGFMSHCGWNS < |BEISIISMGNVP | | AWPMHSDQ
WAPQFEVIEAHFSTGGFMSHCGWNSC |BISINSMGW P | AAWPRMHSDO
WAPQINOMIMEAHF S |GGFMSHCGWNS CHIBISIN S MGY P MAAWPMHSDGQ
WAPQINENMEAHF STGGFMSHCGWNS “MIBICIES MG P MAAWPMHSDQ
WAPQIEETIEAHRE SVGGFMSHCGWNS C LEISIISMGW P | AAWPMHSDQ
WAPQIEEITIEAHTS VGG FMSHCGWNS cMEBISNSMGWF | LAWPMHSDO
WAPQINENTEAHF SVEGFMSHCGWN S CMIBISIN S MGNV PN AWPMHSDQ
WAPQINENIEAHF SVEGFMSHCGWNS CRIBISINS MIGH P MW AWPKMHSDQ
WAPQIEEIEAHF STGGFMSHCGWNS CREBISITISMGW P | AAWPRMHSDQ
WA P QIDE IBAHF S TGGFMSHCGWN S CREBIS NS MGWF | AAWPMHSDOQ
WAPQINENMEGHS ATGGFMSHCGWN S CHIBISII TMGY P MATWPMHSDGQ
WAPQINENMECHS S TGGFMSHCGWNSC IBISIPSMGH P MAAWPNMHSDQ
WAPQIEAMTIEGCHS STGGFMSHCGWNS C | BEISIISMGNY PMA AWPRMHSDQ
WAPQIEEITIECHS S TGGFMSHCGWNSC |BISINS MGV FMAAWPRMHSDOQ
WAPQINENTEHGHSE S TGGFMSHCGWN S CMIBIS NS MGV PNMAAWPMHS EQ
WAPQINENMECHS S TGGFMSHCGWNS CRIBISTIE S MIGH P A AWPMH TDQ
WAPQIEEITIECHS STGG FMSHCGWNS CRIBIS TS MIGW PMA AWPMHTDQ



Solanales

Consensus

Sequence Logo

Identity

1. lpemeoea_nil_Z0G_b

LD 00 =] O LA e L D

. lpomoea_nil_Z0G_a

. Capsicum_annuum_Z0G

. Micotiana_attenuata_/0G_a
. Micotiana_attenuata £0G b
. Micotiana_attenuata_s0G_c
. Micotiana_attenuata_£0G_d
. Micotiana_sylvestris_Z0G_a
. Micotiana_sylvestris_Z0G_b
10.
11.
12.
13.
14,
15.
16.
17.
18.
149.
20.
21.
22,
23,
24,
25.
26.
27.
28.
29,
30.
31.
32.
33,

Micotiana_sylvestris_Z0G_c
Micotiana_sylvestris_Z0G_d
Micotiana_sylvestris_Z0G_e
Micotiana_tabacum_Z0G_a
Micotiana_tabacum_Z0G_b
Micotiana_tabacum_Z0G_d
Solanum_tomentosiformis_Z0G
Micotiana_tomentosiformis
Solanum_tomentosiformis_Z0Gh
Solanum_tomentosiformis_Z0G
Solanum_lycopersicum_Z0G_b
Solanum_lycopersicum_Z0G_a
Solanum_pennellii_Z0G_a
Solanum_pennelli_Z0G_b
Solanum_pennellii_Z0G
Solanum_tuberosum_f0G_a
Solanum_tuberosum_Z0G ¢
Solanum_tuberosum
Solanum_tuberosum_Z0G_c
Spinacia_oleracea_b
Spinacia_oleracea_£0G_c
Spinacia_oleracea_a
Spinacia_oleracea_Z£00G_a
Spinacia_oleracea_Z0G_b

Lamiales, Asterales, Apiales

Consensus

Sequence Logo

Identity

L0 B0 = O LT L [

Dorcoceras_hygrometricumn_Z0G
. Erythranthe_guttata_70G_b

. Erythranthe_guttata_Z0Ga

. Erythranthe_guttata_70Gf

. Erythranthe_guttata_Z0Gd

. Erythranthe_guttata_Z0Gh

. Erythranthe_guttata_Z0Ge

. Erythranthe_guttata_Z0Gc

. Erythranthe_guttata_Z0G_b

10.
11.
12.
13.
14,
15, Dlea_suropaea_sylvestris_Z0G_b
16.
17.
18.
19.
20.
21.
22,
23,
24,
25,

Erythranthe_guttata_Z0G_a
Eryanthe_guttata
Handroanthus_impetiginosus_a
Handroanthus_impetiginosus_b
Olea_europaea_sylvestris_ 200G _a

Olea_europaea_sylvestris_ZPG_c
Sesamum_indicum_Z0G_b
Sesamum_indicum_Z0G_a
Sesamum_indicum_Z0G ©
Helianthus_annuus_Z0G
Daucus_sativus_sativus Z0G &
Daucus_sativus_sativus_F0G_b
Daucus_carota_sativus Z0G ©
Panax_ginseng_a
Panax_ginseng_b
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WAPQINEYEAHTS TEGF L SHCOGWNS CRIBIS IS MIGWP M AAWPRMHSDO
WAPQREITEAHSS |GAFMSHCGWNSC |BISITSMGVPIIACWPMHSDO
WAPQINEIIEAHS SVEGFMSHCGWNS CRIBIS I SMGVPIIAAWPMHSDO
WAPQIDETECHFS | VGFMSHCGWNS CRIBIS L S TEMPI | AWPMHSDO
WAPQIDEINIE=HSS |IGGFMSHCGWNS CRBIS I SMGV PV AWPMHSDO
WAPQIDEIHAHS S VGG FMSHCGWNS CRIBIS TSMGV P IAAWPMHSDO
WAPQPEIEAHS S TEGFMSHCGWNSC IBISIITMGVPIIAAWPMHSDO
WAPQINEIIIEGHFS |IGGFMS ¥y CGWNS CWIBIS F SMGY P | AWPMHSDO
WAPQIDEIHAHS S TEGF L SHCGWNSC IBISIISMEV PV AWPMHSDD
WAPQIDEIE=HSS |IGGFMCHCGWNS CRBIS T SMGVPIYAWPMHSDO
WAPQIDEIEAHS S VEGFMSHCGWNS CRBIS T SMGVPIIAAWPMHSDO
WAPQPEIEAHS S TEGFMSHCGWNSC |BISINTRMGMPIIAAWPMHSDO
WAPQIDEINIERHFS |IGGFMSHCGWNS CRIBIS F SMGW P | AWPRMHSDO
WAPQIDEIE=HSS |GGFMSHCGWNS CRBISIISMGV P | AWPMHSDO
WAPQIDEIEHAHS SVEGFMSHCGWNS CRIBIS T SMGVPIIAAWPMHSDO
WAPQIDEIEAHS SVEGFMSHCGWNS CRBIS I SMGVPIIAAWPMHSDD
WAPQPFEITEAHS SRGGFMSHCGWNSC |BISITITMGVPIIAAWPMHSDO
WAPQINENIIE=HSS |IGGFMSHCGWNS CRIBIS I SMGV P | AWPMHSDOQ
WAPQIDEIHAHS S VGG FMSHCGWNS CRIBIS TSMGVPIIAAWPMHSDO
WAPQIDENIE=HCS TEGF L SHCGWNS CRIBIS v SMGVPIIAAWPMHSDO
WAPQIDEIEGCHE S TEGFMSHCGWNS CRIBISITSMGVPIIL AWPMHSDO
WAPQIDEIEHAHMNS TEGF L SHCGWNS CRBIS T SMGWP LAAWPMHSDO
WAPQIDEIIME-=HCS |GGF L SHCGWNS CWEBIS v SMGYPIIAAWPMHSDO
WAPQIDEIEGHE S TEGFMSHCGWNS CRIBISITSMAMPILAWPMHSDD
WAPQIEMEAHMNS TGGF L SHCGWNS CMBIS ISMGYP L vAWPMHSDO
WAPQIDENIE=HCS TEGF L SHCGWNS CRIBIS v SMGWPIIAAWPMHSDO
WAPQPEIEAHS S TEGFMSHCGWNS CRBIS I TRMGVPIIAAWPMHSDO
WAPQINENIE=HCS TEGF L SHCGWNS CRIBIS v SMGWPIIAAWPMHSDO
WAPQIDEIIEAHF S TEGFMSHCGWNS CRBIS I SMGVPIIAAWPMHSDO
WAPQIDEIEHAHF S TEGFMSHCGWNS CRBIS T SMGVPIAAWPMHSDO
WAPQIDEIEAHF S TEGFMSHCGWNS CRBIS I SMEVPIIAAWPMHSDD
WAPQIEEIEHAHF S TEGFMSHCGWNS CRIBIS T SMGVPIIAAWPMHSDO
WAPQIDEIEAHF S TEGFMSHCGWNS CRBIS I SMGVPIIAAWPMHSDO
! [0 4y iy oy P
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WAPQINEINIEGHL A TGGF L SHCGWNS CRIBISIISMGY FIIAAWPMHSDO
WAPQIEIEDGHS S TGGFMSHCGWNS CMBISIISMGV PITAAWPMHSDO
WAPQIEIEGHS S TGGFMSHCGWNS CMBISII SMGY FPIIAAWPMHSDO
WAPQIEBEIIEGHS S TGGFMSHCGWNS CHMBISIISMGMP LI TWPMHSDOQ
WAPGQF QIIEAHF S TEGGFY SHCGWNSC IBISINTMGY PIIA AWPMHSDOQ
WAPGQPF QIIEAHF S TGGFY SHCGWNS C |BISINTRMGNY PIIA AWPMHSDQ
WAPQF QIIEAHF S TEGGF YV SHCGWNS C IBISITMGY PIIAAWPMHSDQ
WAPQINBEI IR HS S TGGFMSHCGWNS CRIBISIISMGV PIIAAWPRMHSDOQ
WAPQIEIDGHS S TGGFMSHCGWNS CMBISIISMGV PITIAAWPMHSDOQ
WAPQIBEI IR HS S TGGFMSHCGWNS CRIBISII SMGVPFIIAAWPMHSDO
WAPQIDE IR HS S TGGFMSHCGWNS CMBISIISMGY P ITAAWPMHSDQ
WAPQIDEIEGHF A TGGFMSHCGWNS CRBISIISMGY FPIIAAWPMHSDO
WAPQIDEIIIEGHY ~ATGGF L SHCGWNS CHMBIS[IISMGVPIIAAWPMHSDOQ
WAPQIDEIIEGHF S TGGFMSHCGWNSC IBISINTMGY P VAAWPMHSDO
WAPQIEIUGHF S TGGFMSHCGWNS CTEISIISMGY PIIAAWPRMHSDQ
WAPQIDBEIEGHF s TGGFMSHCGWNSC IBISIISMGYPITIAAWP VHSDOQ
WAPQIEIIENGHS ~ TGGFMSHCGWNS CRIBISIISMGMFPIIAAWPRMHS DO
WAPQIDBIIIDGHF STGGF | SHCGWNSC |BISIISMGVPIIAAWPMHSDO
WAPQIBEIIDGHF A TGGFMSHCGWNS CRIBISII SMGVFIIAAWPMHSDO
WAPQIDEIEAHC A TGGFMSHCGWNS CRIBISIISMGY PV AWPMHSDQ
WAPQIDEINIEAHAS |IGEGFMSHCGWNS CHIBIS I SMIGN P AAWPRMHSDO
WAPGQINEIEAHAS TGGFMSHCGWNSC LEISITMGY P LA TWPMHSDQ
WAPQIDEIIEEHS S TAGFMSHCGWNS CRIBISIN TREMPIIL AWPMHSDO
W P QINENEHAS TGGFMS HCGWNS CRIBIS I SIIGN ~ A AWPRIHS EQ
WAPQIDEIIEAHF S TAGFMSHCGWNS CRIBISIN TGV PIIL AWPRMHSDOQ



