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Figure S2
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FACS sorting
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Figure S4
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Figure S5
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Figure S7

b

.. Amyloid-B
? vef 3 L
i d

“a 2

1
:

. . Amylmd 8 g

% of positive pixels

Amyloid-B

% of positive pixels

104

Black-white + thresholding

Homeostasis

AD1

Fraction of black pixels

AD2

Cluster #

7

regulation of blood vessel endothelial cell migration
negative regulation of cytokine production
leukocyte migration

lipid localization

myeloid leukocyte differentiation
phagocytosis

positive regulation of cell migration
positive regulation of cell motility
positive regulation of lipid localization
regulation of lipid localization
angiogenesis

cell chemotaxis

cell-matrix adhesion

cellular response to amyloid-beta
endothelial cell proliferation
leukocyte chemotaxis

lipid transport

neutrophil activation

regulation of neuron death

axon ensheathment

endosomal transport

lipid catabolic process

regulation of autophagy

cc0000000 ¢
000000000 00000000

s®

Inﬂammation

10

) cor=-0.45
Amyloid-B p=0.12
FDR =0.22
Amyloid-B
O
6
cor =-0.59
Tau p=0.07
FDR =0.15

cor = 0.49 cor=0.15 cor=0.15 cor =0.21 cor =0.34 cor =0.07
p=0.09 p-0.25 p=0.62 p=0.62 p=0.49 p=0.25 p=0.82
FDR=0.19 FDR=0.36 || FDR=0.73 || FDR =0.90 FDR =0.63 FDR =0.36 FDR =0.88
cor=-0.23 || cor=-0.08 | cor=-0.23 cor=0.26 cor =0.51 cor = 0.60 cor=-0.38 || cor=0.35 cor=0.29 cor=0.02
p=053 p=0.83 p=052 p=0.46 p=0.13 p=0.07 p=0.28 p=032 p=042 p=097
FDR=0.62 || FDR=0.89 || FDR =0.62 FDR=0.33 || FDR=0.62 || FDR =0.30 FDR =059 || FDR=0.59 FDR =0.62 FDR =0.97
cor =-0.54 cor=-0.4 cor=-0.53 || R*=-0.59 cor=0.61 cor =-0.43 cor=-0.17 cor =-0.43 cor =-0.37
p=0.11 p=0.25 p=0.11 p=0.07 p=0.06 p=022 p=0. p=022 p=029
FDR=0.17 FDR=0.29 || FDR=0.17 || FDR=0.15 FDR =0.15 FDR=0.28 || FDR=0.64 FDR =0.28 FDR =0.31

cell-cell adhesion via plasma-membrane adhesion molecules NG

AD2 vs Homeostasis

synapse organization

regulation of synapse structure or activity |

regulation of synapse organization |GG
cell morphogenesis involved in neuron differentiation | EEG_G_G
modulation of chemical synaptic transmission [N

axonogenesis |G

regulation of trans-synaptic signaling [N

regulation of neuron projection development [N

positive regulation of cellular

5 d F
2
o
[8Y)
= 5 g
© *
“6 * *
@ :
£ E

\
Qo
=1
S
E l-

axon development [N

component biogenesis [N
log(p.adjust)

Row Z-Score

CSF3R -3 0 3
POLN
GSK3B
BCAR3
PTPRG
FAM20C
PARVB
KCNJ16
STARD13
APOE
APOC1
RPS6KA2
ADAMTS18
MS4A6A
RIMBP2
ITGA8
SLMAP
NACA2
ZNF260
SAV1
MAGI3
LRP8

Mathys et al. (2019)

*

]

«

o -

.

«
|
|

|

|

«

*

Il

ciqc
SLC1A5
RABGAP1L
BHLHE41
HS3S5T4
IFNGR1
HDAC9
SNCA
CACNATA
FCGBP
SPP1
RPL18A
MYO1E
PTPRG
DTNA
CEBPA
SAMDIL
XAF1
EPSTI1
IF144L
IFi6
APOC1
IFIT3
SYTL3
SAT1
APOE
RNF149
RAD51B
RPS28
RORA
SLC26A3
LINGO1
RPS2
RPLP1
RPS19
RPL28
RPL7A
TNFRSF1B
NR4A2
NAMPT
RASGEF1B
cDs1
SLC1A3
VSIG4
ZC3HAV1
TMBIM6E
SRGN

GWAS risk genes intersected with microglia core




Figure S8

a CTR -

~ )

DAPI

IBA1
5,

200 /m

200 pm



